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Hepatitis B virus (HBV) infec health burden. There are approximately 350

million chronic carriers worldwide._ M ed towards chronic liver disease or liver
cancer. HBV is also found in s@s of-‘)nhumm like chimpanzee, gibbon, orangutan,

gorilla and woolly monkey. Since_illega ptive gibbos Wwere housed in Krabok Koo Wildlife
Breeding Center, Cha-Cheng-sao, HBV/ iniéction; scret Wed to prevent viral spread among
animals. Seroprevalence studie ! giBbons reve the .61% (39/101) of the animals were
positive for at least one marker SV iafection_ahd 19 gi Bgn re chronic carriers as defined by the
presence of HBV DNA and | _ erl(.:fei.GOf protein. Alanine-aminotransferase

levels of the carrier animals (68 #6=- 48. ‘ I:Wefe.gl Nific ompared to healthy control animals
[ in captive gibbons was obtained

> / N .61% and 99.45% sequence similarity of
the PreS71 gene - the most diverg Vi genome- i era of two HBV carrier mothers and
their newborn babies further prove 8 fg ; ;— ical i occurred. HBV horizontal spread by
S s detected in saliva of HBV carriers.

Although the similarity of gibbon @and bﬂﬁﬁf as confirmed by EM study, molecular
characterization of gibbon HBV re 'Iedlﬁgfééble- ' Using RFLP profiles of human viruses. Precore
promoter 1762/1764 point mutation was detefmined in animals while some of the chronic animals were
found to be anti-HBc negative (4/1 Q)ﬁnu‘;b’é:ﬁétﬁ e ar s of PreS1 and HBV whole genome revealed

clustering of the gibbon MSes separate from Hepadna:

; 3 oo ;
hepatitis viruses, surface antigen_mapping-ot-gil binding sites of human HBsAg
specific antibodies, as deteg vas caught by immune anti-HBs
from vaccinated patients me d by inhibitio ﬁv surface protein was cloned and
expressed in CHO mammali g the attachment between ses and host cells. Because of low
amounts of viral particles produced, binding of gibbon viruses to human host cells could not be confirmed thus

far. DMSO treated HepG2 cells_u rget,cells, fi fection nd.gibbon HBV positive serum
revealed the pres BV repli¢ iﬂoﬂcc ay ?; infection. In conclusion, HBV
seroprevalence and viral spreading“foutes' i ptive gibbons investigated. Although genotyping and

phylogenetic analysis”of gibbon viruses clearly revealed a separate group compargd,to human HBV, with
’ o
d

respect viri rpholog ige f i t irusesy are quite similar.
Addition %ﬁa}i iéﬁ(r m vaccine p%%bo nd_to gibb Q ﬁr&lcation of gibbon
viruses in human ‘hepatoCyte cell s demonstrated. ever,

pecific binding of gibbon viruses to human
cells could hot be confirmed thus far. Thus, the possibility of HBV cross transmission between gibbon and
human should be taken into account. HBV immunization was suggested for animal caretakers and non-
immune gibbons to prevent viral transmission.
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