CHAPTER VII

CONCLUSION
W

Seventy Vibrio parahaemolyﬁpus féf)’%atés obtained from several

aquatlc sources and //IC&}

biochemical test and the MIC werc determined by Etest to find isolates with

ssolates were identified by 23 selected

MIC value = 1 pg/ml. ty- ne ‘-erf;\‘/iionmental Vibrio parahaemolyticus

isolates with MIC _ I ég/ml were  confirmed as Vibrio

parahaemolyticus by P ‘ ethod usrpg gmB primer to support the

biochemical results then A OOoprf er.&DR and 214 bp of parC QRDR
were amplified using gyrA and parC prlme{' By PGR anjd nucleotide sequences

—

of QRDR were analyz@ ’ e R ._:J

The results have;showed the mutations of 19 isélates in gyr4 QRDR at
codon 83 resulting in aminG.agid substitution from Serine4AGT) to Leucine
(ATT) with gyrd4; QRDR of 2 isolates, SMV37 and SMV43, cannot be
amplified Thefnttation inpar€C ORDR| Wété found in 20 isolates at codon 85
resulting in émino acid Substitution from Serine (TCT) to Phenylalanine
(TTT) with 1 isolate, SMV48,was found to have a mutation only in gyrA.

The further study is suggested to be done at the lower level then
susceptible break point used in this study (MIC < 1 pg/ml) to examine MIC
ranges which have caused the mutation in parC as the mutation in parC found

in this study were not corresponded to previous study by Okuda et al., 1999.
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