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NIAHWIN n. The Genetiec Code

Second Position

U c A G
uuu UGU u
Phe crg
uuc uGe C
u =
uuA UGA* Sto A
Leu | & | d
uuG Ll ! ¥ S UGG !I!rp G
e Ccuu 3 CGU u
© e
L] cuc cGe ¢ B
c Leu Arg E‘
= CUA CGA A
bl o
CuUG CGG e
g -
o 18
= -
- AUU AGU u g
a Ser
[ AUC Ile AGC C ~
A w
- AUA AGA A
.5 i A
& AUGT Met AGG G &
q F -&ﬂp 'y,
‘ , GGC C
° ARARNTTIMUMI IRV, o
GUJ GGA A
Glu
GuUG*t GCG GAG GGG G

* Chain-terminating, or "nonsense," codons.

* Also used to specify the initiator formyl-Met-tRNAM™t, The val
triplet GUG is therefore "ambiguous" in that it codes both valine
and methionine
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N1AWUIN ¥. Hydropathy scale and information used in the
assignments (Kyte & Doolittle, 1982)

Fraction of Fraction of
Hydropathy GOtransfer ~ side-chains side-chains
Side-chain index (water-vapor)a 100% buriedr 95% buriede

Isoleucine 4.5 5.2
Valine 4.3 4.2
Leucine e 2.8
Phenylalanine 2.5 3.5
Cysteine/cystine 6.0 3.2
Methionine 1.0 1.9
Alanine 5.3 1.6
Glycine 4.2 1.3
Threonine -0.5 -1.0
Tryptophan -2.4 -0.3
Serine -0.7 -1.0
Tyrosine -3.3 -2.2
Proline -2.4 -1.8
Histidine -3.6 -1.9
Glutamic acid -2.8 -1.7
Glutamine -4.0 -3.6
Aspartic acid -2.5 -2.3
Asparagine =-3.1 -2.7
Lysine - -4.2
Arginine - -
All values in the 1a§tu3 columns @result arbitrary
“m“mmzﬂﬁ&fz PR H A e
normalizati

a -0.679 :ar;Tahle 1} +2.32.

R R



C¥s PRO ALA GLY SER THR GLN GLU ASH “HES]
1.45 2.48 3.26 2.6&
0.06 0.97 0.56 0.87 1.92 2.48 1.80

0.91 0.51 0.90 1.92 2.46 1
1.70 2.48 2.78
0.8% 1.65 2.06

1.33 1.39 2.22 1.84

0.85

LEW

g 2.70
: ‘?5
.67
T 150 Ve 20720\ 3. 04

1.12 1.83 1.a042 45 A S50 2. 03 e 2.25
0.84 0,89 Wiz ol 32-1o05 L. 70

87 3.53
B 3.49
0 4.10
2.59
%.70 2.98
.43 2.62
0.91

1-9

ILE MET PHE TYR TRP
2.24 2.38

1.65 1.63

2.62
2.69
3.50
2.95
2.14
2.57
3.39
3.37
3.98
2.45
2.84
2.45
0.85
0.14

1.46
2.36
2.42
3.34
2.67
1.86
2.30
3.13
3.08
3.69
2.19
2.63
2.29
0.62
0.41
.29

3.17
3.23
4 14
3.45
2.60
2.81
3.59
3.70
4.27
2.63
2.85
2.47
1.43
0.63
0.61
0.82

3.12
.18
4.08
3.33
2.45
2.48
3.22
3.42
3.95
2.27
2.42
2.02
1.52
0n.94
0.86
0.93
0.48

3.34
4.17
4.23
5.13
4.38
3.50
3.42
4.08
4.39
4.88
3.16
3.11
2.72
2.51
1.73
1.72
1.89
1.11
1.06

CYS
PRO

GLY
SER

GEEEE

HIS
L¥s

:

VAL

§

ILE

4984

ﬂum‘wﬂmwmm
QW]Nﬂ‘ileJW\’mmﬂﬂ
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MMARUIN 4. Codon usage per 100 codons of the P.wvivax Pv200 gene of Sal-1 strain

T* R** NR* %+ T R R NR T R NR
TET 0.59 0.00 0.89 TCT 0.29 0.00 1.35 TGT 0.29 0.00 0.45
TIC 1.47 0.00 2.24 T™CC 1.77 0.00 4.48 T™GC 0.29 0.00 0.45
TTA 0.59 0.00 0.89 TCA 0.59 0.00 0.00 ™GA  0.00 0.00 0.00
TTG 1.47 0.00 2.24 TCG 0.59 0.00 0.00 TGG 0.00 0.00 0.00
CIT 1.77 0.86 2.24 CCT 1.18 1.72 0.00 CGT 0.00 0.00 0.00
CREC 1.77 0.00 2.69 cCCcC 0.59 0.00 0.89 ccC 0.00 0.00 0.00
CTAa 1.18 0.00 1.79 CCA 3.24 12.93 1.35 cGa 0.29 0.00 0.45
CTG 1.47 0.00 2.24 CCG 0.29 1.72 2.69 CcG 0.00 0.00 0.00
ATT 2.99 0.86 4.04 ACT 1.18 3.45 2.24 AGT 0.29 0.86 0.00
ATC 1.47 0.00 2.24 AcCC 1.47) 1.79 ] 3.8 0.86 5.38 AGC 1.18 0.86 1.35
ATA 1.18 0.86 1.35 ACA 3.8 V_ ! ¥ 0.00 5.83 AGA 0.29 0.86 0.00
ATG 2.06 0.00 3.14 ACG 0.88 e s.«@ 1.72  8.97 AGE 0.29 0.00 0.45

¢ a L,

GTT 1.18 0.86 1.35 GCT CTJEI/Q:V] ﬂmm Ejﬂtﬂ ?.EE 2.24 GGT 0.29 0.86 0.00
GTC 1.18 0.86 1.35 GCC ‘ 4.03 GGC 0.59 1.72 0.00
GTA 3.54 T.76 1.35 4.42 10.34 1€35 5.83 GGA 2.06 6.03 0.00
wnaa\ﬂmmmmwmaaa.ﬂ o 059 06 03
* T = total codon; ** R = codnn for repeats; *** NR = codon for nonrepeats.
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NIAKUIN 3. Codon usage per 100 codons of the P.wvivax Pv200 gene of allele 439B

T# R*#* NR*** R NR T R NR
TTT 0.31 0.00 0.45 TCT 0.00 1.37 TGT 0.31 0.00 0.45
TIC 1.84 0.00 2.74 TCC 0.00 4.57 TGC 0.31 0.00 0.45
TTA 0.61 0.00 0.91 TCA 0.00 0.00 TGA 0.00 0.00 0.00
TTG 1.53 0.00 2.28 TCG 0.00 0.00 TGG 0.00 0.00 0.00
CTT 1.84 0.93 2.28 CCT 0.00 0.00 CGT 0.00 0.00 0.00
cTC 1.84 0.00 2.74 cCC 0.00 0.91 cCGC 0.00 0.00 0.00
CTA 1.23 0.00 1.83 CCA 17.76 1.37 CGA 0.31 0.00 0.45
CTG 1.53 0.00 2.28 CCG 3.74 2.28 cGG 0.00 0.00 0.00
ATT 1.84 0.00 2.74 ACT ~ 1.87 2.74 AGT 0.61 1.87 0.00
ATC 2.15 0.93 2.74 ACC /) 0.93 4.57 AGC 0.92 0.00 1.37
ATA 1.23 0.93 1.37 ACA 0.00 6.39 AGA 0.31 0.00 0.45
ATG 2.15 0.00 3.20 ACG 1.87 9.13 AGE 0.31 0.00 0.45
GPT 1.23 0.00 1.83 GCT ?Ek’amgjyljmtg’jﬂq 1.83 GGT 0.00 0.00 0.00
GTC 1.23 0.93 1.37 4.57 GGC 0.92 1.87 0.45
GTA 2.76 5.61 1.37 %ﬁﬁﬂlhﬁﬂjﬁ mmﬂii 0.00 GGA 0.61 1.87 0.00
GTG 1.53 1.87 1.37 M ?Jn 00 GGG 0.61 0.93 0.45
* T = total codon; ** R = m:: for repeats; *** NR = codon for nonrepeats.
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NIAKNUIN 2. Codon usage per 100

codons of the P.vivax Pv200 gene of allele 414A

T* R**  NR*#* T R NR T R NR
TIT 0.60 0.00 0.90 TCT 0.30 0.90 0.00 1.34 TGT 0.30 0.00 0.45
TFC 1.50 0.00 2.24 TCC 1.80 0.00 4.48 TGC 0.30 0.00 0.45
TTA 0.60 0.00 0.90 TCA 0.90 0.00 0.00 TGA 0.00 0.00 0.00
TG 1.50 0.00 2.24 TCG 0.30 0.00 0.00 TGG 0.00 0.00 0.00
CTT 1.80 0.91 2.24 CCT 1.20 2.73 0.00 C€GT 0.00 0.00 0.00
CTC 1.80 0.00 2.69 CCC 0.60 0.00 0.90 CGC 0.00 0.00 0.00
CTA 1.20 ©0.00 1.79 CCA 1.80 ° 12.73 1.34 cGA 0.30 0.00 0.45
CTG 1.50 0.00 2.24 CCG 0.30 1.82 2.69 CGG 0.00 0.00 0.00
ATT 2.70 0.00 4.03 ACT 1.20 1.824 8,904 3.64 2.24 AGT 0.60 1.82 0.00
ATC 1.50 0.00 2.24 acc 1.8008.82 1.79 amc "@d ) 0.00 5.38 AGC 0.90 0.00 1.34
ATA 1.20 ©0.91 1.34 AcA 4.207010.91 0.90 /) 0.00 5.83 AGA 0.30 0.91 0.00
ATG 2.10 0.00 3.14 ACG 0.90 1.8 ‘ 1.82 8.99 AGG 0.30 0.00 0.45

- o/
GTT 1.20 ©0.91 1.34 GCT ﬂﬂtﬁﬂﬁqﬂﬂsﬁﬂﬂﬂ?ﬂ 2.24 GGT 0.30 0.91 0.00
GIC 1.20 0.91 1.3¢ GCC 3l S kbl Al : .00 4.03 GGC 0.90 2.73 0.00
GTA 3.60 9.09 0.90 GCA_4.80 11.82 ¥.34 GAAS4.80 2.%3 5.83 GGA 2.10 6.36 0.00
GTG 1.80 1.82 1.79 &Wﬂﬁﬁﬂ?ﬁfﬂﬂd%&’}mﬂf}&ﬂ 3.57 GGG 0.60 0.91 0.45
9

* T = total codon; ** R = codon for repeats; *** NR = codon for nonrepeats.
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nIANWIN ¥. Codon usage per 100 codons of the P.vivax Pv200 gene of allele 439A

T R* HR*** T R NR T [+ HR
TPT 0.65 O0.00 0.90 TCT 0.33 . 0.00 0.90 TGT 0.33 0.00 0.45
TC 1.64 0.00 2.26 TCC 2.29 y 0.00 4.98 TGC 0.33 0.00 0.45
TTA 0.65 0.00 0.90 TCA 1.31 0.00 0.00 TGA 0.00 0.00 0.00
TG 1.97 1.97 2.26 TCG 0.00 0.00 0.00 TGG 0.00 0.00 0.00
CTT 1.97 1.19 2.26 CCT 0.98 0.00 0.00 ©CGT 0.00 0.00 0.00
cTC 1.97 0.00 2.71 CCC 0.65 0.00 0.90 CGC 0.00 0.00 0.00
CTA 1.31 0.00 1.81 CCA 2.95 19.04 1.36 CGA 0.65 1.19 0.45
CTG 1.64 0.00 2.26 CCG 0.65 2.38 2.71 CGG 0.00 0.00 0.00
ATT 2.29 0.00 3.17 ACT 0.65 1.19 2.71 AGT 0.65 2.38 0.00
ATC 1.97 1.19 2.26 ACC 1.64\48088 0.00 4.52 AGC 1.31 1.19 1.36
ATA 0.98 0.00 1.36 ACA 2.957 0.00 5.88 AGA 0.33 1.19 0.00
ATG 2.29 0.00 3.17 ACG u.33fﬂn. 1.19 9.50 AGG 0.33 0.00 0.45

L= /
GTT 1.31 0.00 1.81 GCT ﬁgﬁqmﬂﬁsﬂajpﬁw 2.26 GGT 0.00 0.00 0.00
GTC 1.31 1.19 1.36 GcC 3, 4.9¢ 3 ). .00 4.07 GGC 0.65 1.19 0.45
GTA 2.95 7.14 1.36 GCA 2.62 5.95 F.36 GARS™4.59 2.9 5.43 GGA 0.98 3.57 0.00
GTG 1.31 1.19 1.36 &waaﬂﬂsimad%&é—}%ﬂqagﬂ 4.07 GGG 0.33 0.00 0.45
q

* T = total codon; ** R = codon for repeats; *** NR = codon for nonrepeats.

OL'l‘
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nIAMYIN of  Hydropathy index for each amino acid and average

hydropathy values for a span setting of 9 amino acids of Pv200
blocks 4 to 6 among different alleles.

LA A B2 3 2 1 2 -3 B 3 | (2 3 5 E 3 EX 3 F F | EEEETAEEEES e EEEES S ST N EEN EEEETEEESES=c=

AMINO ACID
RESIDUE HYDROPATHY HYDROPATHY HYDROFATHY HYDROPATHY
HUMBER index index index index
1
2
3
4
&
6
7
8
9 (0. 08) (0.0n)
10 (0.19) (N.17)
11 (1.08) (1.0m)
12 (1.32) (1.32)
13 (1.32) (1.32)
14 (2.13) (2.13)
15 (2.72) (2.72)
16 (1.91) (1.91)
17 (1.60) (1 60)
18 (1.60) (1.63)
19 (1.49) £1.52)
20 (1.49) {(1.52)
21 (1.49) (1.52)
22 (1.49) (1.52)
23 2 (D.79) (0_A2)Y
24 : {(0.79) (D.82)
25 {n 9n) (0 93)
26 0.91) (0.94)
27 1 451 1 45} 1.46) (1 48)
28 60) (D &N)
“ﬂ‘uﬁl wn ﬂmn‘izs
30 26 0.26
1.07 1.07 1.07
0.37
a*ﬁmmﬁ]‘imum Nty i
0.52
: 0.2 0.22 0.22
ﬂ. u,?a 0.73 0.73
3? 5-59 0.69 0.69 0.69
3e 0.72 0.72 0.72 0.72
39 1.61 1.61 1.61 1.61
40 0.80 0.80 0.80 0. 80
41 0.80 0.80 0. 80 0 80
42 0.83 0.83 0.83 0 83
43 0.83 0.83 0.83 n.ea
44 1.42 1.42 1.42 1. 42
45 1.38 1.38 1 38 1.38
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aEEEESESEsSsSss EEEsosEEEEEER EEEEEEESESEE S L& & & § 8 0 FF 5 F B EEsoTEEEEERES

AHMINO ACID
RESIDUE HYDROFPATHY HYDROPATHY HYDROPATHY HYDROPATHY
HUMBER index index index index

46 0.57 0.57 0.57 0.57
47 {(0.32) (0.32) {0D_32) {(D.32)
48 (0.36) {0.36) (D.36) (0 3R)
49 (D.36) {0.36) (0. 36) (0_36)
50 (0.36) (0.36) (0.36) (0.36)
51 (0.43) (D.43) (0.43) {0 43)
52 0. 0.38 0. 38
g3 (0, (0.21) (D.21)
54 (1 0 {1.02) (1.02)
55 (D.43) (0.43)
56 (0 43) (0 42)
57 (D.43) (D.43)
58 (0.43) (D.43)
59 {0.43) (0. 43)
60 (1.24) (1 24)
61 (1.24) (1.24)
62 {1.00) {1.00)
63 L (D.11) (0. 14)
64 " (0 49) (0 52)
65 (0.49) (0. 52)
(1] (0.49) {D.52)
67 {D.24) {(D.28)
68 0.53 D.50
69 0D.84 0.91
70 n.33 0. 34
71 n.o9 0D.10
72 0.80) (0.76)
73 — (ND.76)
74 IU B0) (0.76)
75 1.44) (1.40)
76 1.44) (1.40)
?? 93] 93} 1.98) {1.93)
48) (1.43)

ﬂu 3718‘71 ﬂ&l\’lﬂﬁm
EE} (D.6AR)

ﬂ 1e 0.16 D 16

(0.086)

sgmwwﬁmum nedy 45
{ﬂ E (D.38)

U 2? 0.27

ﬂ.ﬂz o.n2

{u ?91 (u ?9: (0.79) (0 79)

EE (0.58) (0D.58) (0.58) (0.5A8)
B9 (1.10) (1.10) (1.10) (1.10)

90 (1.91) (1.91) (1.91) (1.91)
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SEEESSssSES=SSEET EESSsSssEESS== =E=sssss=s=s=29 Esss=Esss=Esaw

AMINO ACID
RESIDUE HYDROPATHY HYDROPATHY HYDROFPATHY HYDROPATHY
RUMBER index index index index

91 {(1.21) (1.21) (1.21) (1.21)
92 (D.21) (D.21) (0.21) (0. 21)
93 (0.00) (0.00) (0. 00) (n._ony
94 (0.8B9) (0.89) {0.89) (0.R9)
95 (0.00) (0.00) (0.00) (0.00)
96 (0.00) (0.00) (0.00)
97 .33) (0.33) (N _33)%
98 0,27 0. .27
93 1. 16 1. 16
100 1.04 1 04
101 D.47 n 47
102 0.26 0. 26
103 0.26 0. 26
104 W(0.32) (0D.04)
105 {0.32) (N, .04)
106 0.59) (0.31)
107 {D.88) (0. 60)
108 a0.91) (0.90)
109 0.91) (1.2R)
110 (D 63) (0.73)
111 (0.04) (D.42)
112 (0.04) (0.12)
113 0.53 (0.37)
114 1.39 (0.37)
115 1.77 n .23
116 1 46 0n.73
117 j#.?l 0D.03
118 = il ==4 36 0.17
119 50 07 (0.39)
120 im ﬂ.29 (0D.40)
121 : (n.70)
122 ﬂ {ﬂ 7) 3?} (1.16)
123 (D.57)
ﬂu?&l nuRINiE oD
125 (1 88)
1:5 (0.96) ¢ (0. as: (0.96),, (0.91)
(0.94)

maffsalpianidy G
12 (1.23)
130 0.64) 54) 0.64) (0.64)
131 (D.99) 0.99) 0.99) 0.32
132 (1.2?1 :1.2?} {1_2?} 0 n4
133 (0.71) (D.71) {(D.71) 0D.03
134 (0.71) (0.71) (0.71) 003
135 (0.43) (0.43) {(0.43) 003
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LA A8 & 0 ¢ B 3 § § § | EEssssSswssE=E=Ss --------.!-- ESESScETTEREES

AMINO ACID
RESIDUE HYDROPATHY  HYDROPATHY  HYDROPATHY  HYDROPATHY
HUMBER index index index index

136 (D.78) (0.78) (D.78) (0 29)
137 (0.78) (0.78) (0.78) (D 59)
138 (D.50) (0.50) (D.50) (0 59)
139 0.01 0.01 0.01 (1.18)
140 0.87 0.87 0 87 (2 03)
141 .56 .56 0. 56 (2.34)
142 (0.27) (2 64)
143 (0.27) (2 64)
144 (0.82) (3 50)
145 (0.82) (3 50)
146 (D.28) (3.50)
147 (0.01) (3 50)
148 (0.28) (3 20)
149 (D.54) (3.20)
150 0.31 (2. 34)
151 D.59 (1.49)
152 1.44 (1 28)
153 1.41 (0 69)
154 1.62 (0D 48)
155 1.11 0 11
156 0.57 0 46
157 0.29 0. 16
158 0.04 0.74
159 .78) (D.11)
160 .09) (0 97)
161 .36) (0.232)
162 W £(1.386) (0.02)
163 ' o 3 W— ==t .22) 0.07
164 A1, .22) (0.21)
165 !ﬂ. : .53) (0.56)
166 26) (1.28) 1.26) (0.34)
167 1,60) ﬁﬂ] (0.62)
168 (0 32)
169 ﬂ E[ﬁj ﬂ%ﬂ | f‘E‘i (0.32)
170 u ‘ﬂ E] EJ’] (0.88)
1?1 (1.60) ¢ 0.16 i su (1.18)
(0.89)
ANa eI URAINYIRY £
(0.64)
1?5 1.13) 321 ,131 0.00
176 0.54) (u,32: :n.541 (0.01)
177 {D.BE} 0.07 (0.86) 0.28
178 0.00 (D.21) 0.00 0.59
179 (0.31) (0.56) (0.31) 0 S50
180 (0.31) (D.34) (0.31) ~0.50
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AMINO ACID
RESIDUE HYDROPATHY  HYDROPATHY  HYDROPATHY  HYDROPATHY
NUMBER index index index index

181 (0.30) (0.63) (0.30) 0 12
182 (0.94) (0.63) (0.94) n.22
183 (0.36) (0.33) (0. 36) L
184 (0.60) (0.60) (0.60) (0 18)
185 (0.60) (0.90) (0.60) 0 11
186 (0.26) (0.26) 0 11
187 (0.77) (0.77) 0 29
188 (0.77) & (0.77) n 77
189 0. 009 0 39
190 0 0. 37 0 77
191 0 46 067
192 0.18 1.04
193 0.61 1 06
194 0.33 0.77
195 0.30 D 1R
196 0.26 0 40
197 0.26 (0.19)
198 .30) (0.16)
199 .30) D 07
200 .01) (0.14)
201 11) (0. 73)
202 .54) (0.52)
203 .00 (0.01)
204 .01) (0.01)
205 .28 (0.12)
206 .59 0. 69
207 (1 / .50 0 44
208 w1 88y 8§ 39———3J"0 .50 (0D.07)
209 | X o 12 0.52
210 .22 0.77
211 0.09 0.54
212 u 21) 0.18) 0.40
213 0.43
X ﬂua mawﬁMﬂnmﬁ @
215 (1 04)
216 U (0.28) 1.03,, (0.186)
: mas‘iﬁqﬁm BAnetiRy i
0.51
21 th 058
22 0.1 0.07 1.03 (0.01)
221 0.3 (0.14) 1.04 (0.38)
222 ﬂ.?l (0.73) 0.76 (0.10)
223 0D.74 (0.52) 0.17 0.50
224 1.03 (0.01) 0.12 0.47
225 0.93 (0.01) (0.47) (0.42)
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AMINO ACID

RESIDUE HYDROPATHY HYDROPATHY HYDROPATHY HYDROPATHY

HUMBER index index index index
226 1.03 (0.12) (D.43) {(1.12)
227 1.04 0.69 (0.21) (1.17)
228 0.76 0. 44 (D.42) (0.67)
229 0.17 (0.07) (0.73) (0.67)
230 0.12 0.52 (0.52) (D.97)
231 (0.47) . (0.01) (1.03)
232 (0. {0.01) (1.63)
233 (0. (0.12) (0.82)
234 (0. 0.69 {0D.82)
235 ; 0. .44 (0.23)
236 (0.07) (1.04)
237 D.52 {1 B&)
238 0.77 (1.86)
239 D.54 (1. B6)
240 0.40 (2.10)
241 . 0.43 (1.21)
242 {D.27) (2.02)
243 {(1.04) {2.02)
244 (0.16) {2.61)
245 0. .24 (2.61)
246 0.51 (1.94)
247 0.58 (1.94)
248 0D.01) (1.94)
249 0.38) (1.13)
250 0.10) (2.02)
251 D.50 (1.21)
252 047 (0.40)
2813 N.42) 0. 230
254 .12) 0.3n
255 17) 0.49
256 0. 0.67) 0.49
257 D 50 (1 ﬂl} E?] 0.49
258 (0.32)
5 UES ne: ENEHT‘E‘S
260 (0.11)
261 (1.17) (2. lﬂj (0. BZ (0.33)
2 (0.43)
mafoilindly i
26 (0.74)
26 (1.03) (2.61) Bﬁ} 0.14
266 (1.63) (2.61) 1.86) 0D.39
267 (0.82) (1.94) {1 86) 0.39
268 (0.82) {(1.94) (2.10) (0.12)
269 (0.23) (1.94) (1.21) 027
270 (1.04) (1.13) (2.02) (0D.02)



ANINO ACID
RESIDUE
HUMBER

271
272

273

274
275
276
277
278
279
280
281
282
283
284
285
286
287
288
289
290
291
292
293
294
295
296
297
298
299
300
01
302
o3
304
305
306

3,
3

30
31

311
312
313
314
315

s By 6

HYDROPATHY HYDROPATHY
index index

HYDROPATHY
index

HYDROFPATHY

index
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(2.02)
(1.21)
(D.40)
.10) 0.30
(1.21) 0.30
(2.02) 49
(2.02) -

(2.30)
(2.3

(1.86)
(1.86)
(1.86)

Gy Y 87

Y (087 ¢ (0.71)
WAdE T L8031
(1.49) 74
(D.68) (0.67)

(0.73) (0.67)

(D.44) (0.67)

(D.74) (0.67)

0.07 (0.67)

D.31 (1.27)

(2
(2.
(2.
(1.
(1.
(1.

i3

0.
(0.
(0
(0.
(0.

(0.
(0.

.02)

30)
30)
63)
63)
63)

.82)
.71)
.90)
.09)
.30

50)

.50)

50)
71)
10)
74)

(0.

(0

(1

0

n.
(0.
(0.
(0.
(0.
(0.

(0

(0.
(0.
(0.

(0
(0

(1

(1
(1

(0
(0

32)

.57)
(0.
(0.
-19)
(0.
(0.
(0.
(0.

06)
94)

R)
43)
14)
44)
07

EX|

50)
5n)
50)
71)
10)
74)
74)
67)
67)
67)

67)
(0.
273
(1.
(2.
(2
(2.
(2,
(2.
71)
.01)
(0.
51)
.20)

67)

1)
06)
Nk )
94)
an)
30)

20)
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AMINO ACID
RESIDUE HYDROFPATHY HYDROFPATHY HYDROPATHY HYDROPATHY
NUMBER index index index index

316 (0.50) (1.81) (0D.74)
317 {D.50) (2.06) (D.67)
318 {D.50) (2.06) {D.67)
319 (D.71) (2.94) (D.67)
320 (0.10) (2.30) (0.67)
321 (D.74) (2.30) (D.67)
322 ‘ 1 (1.27)
323 (1.81)
324 (2.06)
325 (2.06)
326 (2.94)
327 (2.30)
328 {2.30)
329 (1.71)
330 (1.01)
331 (0.20)
332 (D.51)
333 (D.20)
334

335

336

337

338

339
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