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APPENDIX I

Culture media

* All media were dispended and sterilized in autoclave for 15 min at 15 pounds pressure
(121 C) for media except for carbon utilization test which was sterilized at 110 pounds for 110 C

for 10 min. All media were prepared in 100 mL of distilled water.

1. Seodium-caseinate agar (SCN)

Sodium caseinate 0.2 g
Glucose 0.1 g
K,HPO, 0.02 g
MgSO, 0.02 g
FeSO4 trace amount
Agar 1:5 g

2. Yeast extract-malt extract agar (YMA), ISP medium no.2

Yeast extract 0.4 g
Malt-extract 1.0 g
Glucose 0.4 g
Agar 1:5 g
pH73
3. Oatmeal agar, (OMA), ISP medium no. 3
Oatmeal 20.0 g
Agar 18.0 g

Cook or steam 20 g of oatmeal in 1,000 mL distilled water for 20 minutes. Filter through
cheese cloth and add distilled water to restore volume of filtrate to 1,000 mL. Add 1 mL of trace
salts solution (A) and adjust to pH 7.2 with NaOH and finally, add 18 g of agar, liquefy by

steaming at 100°C for 15-20 minutes.

4. Inorganic salts-starch agar, (IS), ISP medium no. 4
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Soluble starch 1.0 g
K,HPO, 0.1 g
MgSO,.7H,0 0.1 g
NaCl 0.1 g
(NH,),S0, 0.2 g
CaCO, 0.2 g
Trace salts solution (A) 0.1 mL
pH 7.0-7.4
5. Glycerol-asparagine agar, (GlyA), ISP medium no.5
Glycerol 1.0 g
L-Asparagine 0.1 g
K,HPO, 0.1 g
Trace salts solution (A) 0.1 mL
Agar 20 g
6. Tyrosine agar, (TA), ISP medium no. 7
Glycerol 15 g
L-tyrosine (Difco) 0.05 g
L-Asparagin (Difco) 0.1 g
K,HPO, 0.05 g
MgSO,.7H,0 0.05 g
NaCl 0.05 g
FeSO,.7H,0 0.01 g
Trace salts solution (A) 0.1 mL
Agar 2.0 g
pH7.2-7.4
Trace salt solution (A)
FeSO,.7H,0 0.1 g

MnCl,.4H,0 0.1 g



10.

ZnSO,.TH,0

Distilled water

Peptone KNO, broth
Peptone
KNO,
NaCl
pH 7.0

Carbon utilization medium, ISP medium no.9

Carbohydrate

(NH,),SO,

K,HPO,.3H,0

KH,PO, anhydrous

MgSO,.7H,0

Pridham and Gottlieb trace salts (B)
pH 6.8-7.0

Trace salts solution (B)

CuSO,.5H,0

Fe,.7H,0

MnCl,.4H,0

ZnSO,.7H,0

Boullion gelatin broth
Peptone

Meat extract

NaCl

Gelatin

pH 7.0-7.2

Peptonization and Coagulation test medium

Skim milk (Difco)

0.1
100

1.0
0.1
0.5

1.0
0.264
0.565
0.238
0.1
0.1

0.64

0.11

0.79
15.0

1.0
0.5
0.5
15.0

10.0

(v}

g 0@ 0 09 E‘OQOQOOOQOQ

g 08 08 0%
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11,

12.

13.

14.

15.

Mueller-Hinton agar (Difco)
Beef infusion from
Casamino acid, Technical
Starch
Agar

pH7.3

Sabouraud’s dextrose agar (Difco)
Neopeptone
Dextrose

Agar

Seed medium
Yeast extract
Glucose

Malt extract

pH 7.3

Production medium
Yeast extract
Glucose
Malt extract
CaCO,
pH7.3
Peptone-yeast extract iron agar, (PIA)
Bacto-Peptone Iron, dehydrated (Difco)
Bacto-Yeast Extract (Difco)

pH 7.0-7.2

16. Glucose asparagines agar, (GluA)

30
1.75
0.15
1.7

1.0
4.0
1.5

04
04
1.0

0.4
0.4
1.0
0.1

3.6
0.1

o 0 08 O

g oq 0 0%
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17.

18.

Glucose
Asparagine
K,HPO,

Bacto-agar

Nutrient agar(NA)
Meat extract
Peptone

NaCl

Agar

Czapek’s sucrose agar

Sucrose
K,HPO,
MgSO,
KCl
FeSo,
Agar
pH 7.0-7.2

0.05
0.05
L5

0.1-0.2
1.5

0.1
0.05
0.05
0.001
1.5-1.7

g 08 0% 09

00 0@ 08 09
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Appendix II

Reagents and Buffers
1. DON Reagent
2,7-Dihydroxynapthalene 10 mg
Conc. H,SO, 50 mL

Add conc. H,SO, in 2,7-dihydroxynapthalene (DON) wait until the yellow solution

become colorless (24 h). Keep this solution in refrigerator.

2. 6N HCI1
Conc. HCI 60 mL
Distiller water 60 mL
Add. conc. HCl into the distilled water.

3. 2N H,SO,
Conc. H,SO, 2 mL
Distilled water 34 mL
Add conc. HCl into the distilled water

4. Ninhydrin solution
Ninhydrin 0.3 g
1-Butanol 100 mL
Glacial acetic acid 3 mL

5. 5% trichloro-acetic acid
Trichloro acetic acid 5 g
Distilled water 100 mL

Add conc. HCl into the distilled water

6. Reagent 1 for fatty acid analysis (Saponification reagent)

Sodium hydroxide 15 g

MeOH (HPLC grade) 50 mL
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Mili-Q water 50
Dissolve NaOH pellets in Mili-Q water and add MeOH.

7. Reagent 2 for fatty acid analysis (Methylation reagent)

6N HCl1 65
MeOH (HPLC grade) 55
pH must be below 1.5

8. ileagent 3 for fatty acid analysis (Extraction solvent)

n-Hexane (HPLC grade or n-Hexane 1000) 50
Methyl-tert-Butyl Ether (HPLC grade) 50

9. Reagent 4 for fatty acid analysis (base wash reagent)

Sodium hydroxide 1.2

Mili-Q water 100

10. Reagent 5 for fatty acid analysis (Saturated sodium chloride)

11. Dittmer & Lester reagent

Solution A
MoO, 4011
25 N H,SO, 100

Dissolve 4.011 g of MoO, in 100 mL of 25 N H,SO, by heating.

Solution B
Molybdenum powder 0.178
Solution A 50

-

-

(]

0Q

g
mL
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Add 0.178 g of Molybdenum powder to 50 mL of solution A, and boil it for 15

minutes. After cooling, remove the precipitate by decantation, Before spraying, mix solution A

(50 mL) plus solution B (50 mL) plus water (100 mL)

12. Anisaldehyde reagent
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Ethanol 90.0 mL

H,SO, 5.0 mL
" p-Anisaldehyde 5.0 mL

Acetic acid 1.0 mL

13. Dragendroff’s reagent

Solution A

Basic bismuth nitrate 17 g

Acetic acid 20 mL

Distilled water 80

Solution B

KI 40 g

Distilled water 100 mL

Before spraying, mix solution A (10 mL) plus solution B (10 mL) plus acetic acid
(10 mL).

14. Nitrate reduction test reagent

Sulphanilic acid solution
Sulphanilic acid 0.8 g
5 N Acetic acid 100 mL

Dissolve by gentle heating in a fume hood.

N,N-dimethyl-1-naphthylamine solution

N, N-dimethyl-1-naphthylamine 0.5 g

5 N Acetic acid 100 mL
Dissolve by gentle heating in a fume hood
Two drops of sulphanilic acid solution and three drops of N,NV-dimethyl-1-

naphthylamine into peptone nitrate broth inoculing with the test microorgnisms.

15. Phenol : Chloroform (1 : 1 v/v)

o

Crystalline phenol was liquidified in water bath at 65 C and mixed with chloroform

in the ratio of 1 : 1 (v/v). the solution was stored in a light tight bottle.
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16. 100xDenhardt solution

Bovine serum albumin 2%
Polyvinylpyrrolidone 2%
Ficoll 400 2%

17. 0.5M EDTA (pH 8.0)

800 mL of distilled water, 186.1 g of disodium ethylenediaminetetraacetate.2H,0
was added and stirred vigorously on a magnetic stirrer. The pH was adjusted to 8.0 with NaOH
(26 g of NaOH pellets). The volume was adjusted to 1 litre. The solution was dispensed into
aliquots and sterilized by autoclaving for 15 minutes at 15 Ib/in’.

18. 5M NaCl
To 800 mL of distilled water, 292.2 g of sodium chloride was added and adjusted the
volume to 1 litre with distilled water. The solution was sterilized by autoclaving for 15 minutes

at 15 Ib/in’

19. 2xPBS
8mM Na,HPO,
1.5mM KH,PO,
137 mM NaCl
2.7mM KCl
The 2xPBS was adjusted the pH to 7.0 with IN NaOH or 1N HCI. The solution was

sterilized by autoclaving for 15 minutes at 151b/in’.

20. 10 mg/mL Salmon sperm DNA
A 10 mg of Salmon sperm DNA was dissolved in 1 mL of 10 mM TE buffer pH 7.6.

Boiling for 10 minutes, immediately cooling in ice and sonication for 3 minutes.

21. 3M Sodium acetate pH 5.2
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To 800 mL of distilled water, 408.1 g of sodium acetate was added and

adjusted the pH to 5.2 with glacial acetic acid. The volume was adjusted to 1 litre. The

* solution was sterilized by autoclaving for 15 minutes at 15Ib/in’.

22. 10% Sodium dodecyl sulphate (SDS)
The stock solution of 10% SDS was prepared by dissolved 10 g of sodium dodecyl
sulphate in 100 mL sterilized distilled water. Sterilization is not required for the preparation of

this stock solution.

23. 20xSSC
3M NaCl
0.1 M Tri-sodiumcitrate
The 20xSSC was adjusted the pH to 7.0 with IN NaOH. The solution was sterilized

by autoclaving for 15 minutes at 151b/in’.

24. 1M Tris-HCI pH 8.0
The 1M Tris was prepared by dissolving 121.1 g of Tris base in 800 mL of distilled
water. The pH was adjusted to the desired value by adding conc. HCI (pH 8.0, 42 mL of HCI).
The solution was cooled to room temperature before making final adjustment to the desired pH.
The volume of the solution was adjusted to 1 litter with distilled water and sterilized by

autoclving.

25. Rnase A solution
Rnase A 20 mg
0.15 M NaCl 10 mL
Dissolve 20 mg of Rnase A in 10 mL 0.15 M NaCl and heat at 95°C for 5-10

minutes. Keep Rnase A solution in —20 C.

26. Rnase T, solution

Rnase T, 80

g E

0.1 M Tris-HCl (pH 7.5) 10



Mix 80 pL of Rnase T, in 10 mL of 0.1 M Tris-HCI (pH 7.5) and heat at 95 C

for 5 minutes. Keep Rnase T, solution in 20 C.

27.

28.

29.

30.

31.

32.

33.

Proteinase K

Proteinase K (Sigma) 4

50 mM Tris-HCI (pH 7.5) 1
Use freshly prepared solution

Nuclease P1 solution

Nuclease P1 0.1

40 mM CH,COONa+12mM ZnSO,(pH 5.3) 1
Storeat4 C

Alkaline phosphatase solution

Alkaline phosphatase 24

0.1 M Tris-HCI (pH 8.1) 1

0.1 M Tris-HCI buffer, pH 9

Tris 1.21

Distilled water 100
Adjust the pH to 9 with HC]

TE buffer

10 mM Tris HCI (pH 8.0)

1 m M Na,-EDTA (pH 8.0)

TE buffer + RNase

TE buffer 960

Rnase A (2 mg/mL) 100

Saline-Na, EDTA

mg

mg

mg

uL
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0.1 M NaCl

50 mM EDTA.2Na (pH 8.0)

. Reagent and buffer for DNA-DNA hybridization

341

34.2

343

344

345

34.6

Prehybridizatio solution
100xDenhardt solution

10 mg/ml Salmon sperm DNA
20xSSC

Formamide

Distilled water

Hybridization solution
Prehybridization solution
Dextran-sulfate

Solution I

Bovine serum albumin (Fraction V)
Titron X-100

PBS

Solution II

Streptavidin-POD

Solution I

Solution ITI

3,3’,5,5’-Tetramethylbenzidine (TMB)

(10 mg/mL in DMSO)
0.3% H,0,

0.4 M Citric acid + 0.2 M NA\a2HPO4 buffer

pH 6.2 in 10% DMSO
2M H,SO,
H,S0,

Distilled water

The solution was sterilized by autoclaving.

112

S mL
1 mL
10 111 U
50 mL
34 m L
100 mL
5 g
0.25 g
50 uL
50 mL
1 pL
4 mL
100 puL
100 pL
100 pL
22 mL
178 mL
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35. Ethidium bromide solution (10 mg/mL)
The ethidium bromide solution was prepared by dissolved 1 g of ethidium bromide

in 100'mL of distilled water. The solution was stored in light-tight container at room temperature.

36. Gel loading buffer
0.025 g of bromophenol blue was dissolved in 20 mL of 15% glycerol.

37. Tris-acetate EDTA (TAE) buffer .
1xTBE buffer was used an electrophoresis buffer throughout the study. The working
solution of 1xTBE buffer was prepared from stock solution of 5XTAE buffer, as followed.

Tris-base 54 g

Boric acid 2.75 g

Na,-EDTA 0.47 g

Distilled water 100 mL
38. Agarose gel

Agarose 1.6 g

1xTBE buffer 200 mL



Appendix III

Primers and Nucleotide sequences of the PCR amplifed 16S rDNA

»

1. List of primers for 16S rDNA PCR amplification and Sequencing

20F
1541R
21E
350F
350R
780F
780R
1100F
1100R

1492R

5'-AGTTTGATCCTGGCTC-3'
5'-AAGGAGGTGATCCAGCC-3'
5'-GTTTGATCCTGGCTCAG-3'

5' - TACGGGAGGCGCAG-3'
5'-CTGCTGCCTCCCGTAG-3'

5' - GATTAGATACCCTGGTAG-3'
5'-CTACCAGGGTATCTAATCC-3'
5'-GCAACGAGCGCAACCC-3'
5'-AGGGTTGCGCTCGTTG-3'

5' - GGTTACCTTGTTACGACTT-3'
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2. Nucleotide sequences of the PCR amplified 16S rDNA

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAACG
GGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACT
GCCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGG
TGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCA
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAT
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGnnAGTGACGGTACCTGCAGAAGAAGCGCCGGCT
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG
GCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCG
GTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGAT
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG
TAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGG
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTC
GACGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGGTbGG
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT
GTCCTGTGTTGCCAGCATGCCCTTTGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAAGGAAGGT
GGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGC
GAAGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT
CGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG
TCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATT
GGGACG

Figure 8 The PCR amplified 16S rDNA Nucleotide sequences of PNK1-3

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTTAGTGGCGAAC
GGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGAC
TGCCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGG
GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCC
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGA
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGnnAGTGACGGTACCTGCAGAAGAAGCGCCGGC
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTA
GGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTC
GGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCACGC
CGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGGTC
GGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC
TTGTCCTGTGTTGCCAGCATGCCCTTTGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGG
TGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTG
CGAAGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG
TCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC
GTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGAT
TGGGACG

Figure 9 The PCR amplified 16S rDNA Nucleotide sequences of PNK1-5
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GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGG
TGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGAGGCG
GGACCGCATGGTCCTGGCTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAA
CGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGAC
TCCTALGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC
GGCCTTCGGGTTGTAAACCTCCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAA
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC
GGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGT
AGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCT
CTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA
AACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGG
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTG
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT
CCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGG
ACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATA
CCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAG
TCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACG
AAAGTCGGTACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGA
CG

Figure 10 The PCR amplified 16S rDNA Nucleotide sequences of TT2-9

GACGAACGCTGGCGGCGTGCTTACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGT
GAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACCAT
CTTGGGCATCCTTGATGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGAGGTAA
TGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGAC
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAC
TACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAAT TATTGGGCGTAAAGAGCTCGTAGGCG
GCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTA
GGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTC
TGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA
ACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGA
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGAC
GCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCCAGAGATGGGCGCCCCCTTGTGGTCGGTGT
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC
CCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGA
CGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATAC
CGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAG
TCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACG
AAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGG
ACG

Figure 11 The PCR amplified 16S rDNA Nucleotide sequences of KN-6
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GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGG
TGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCTT
CCTCCGCATGGGGGTTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAA
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGAC
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGAACGCCGCGTGAGGGATGA
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCCGGCTA
ACTACGTGCCAGCAGCCGCGGGTAAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAAGAGCTCGT
AGGCGGCCTGTCGCGTCGGATGTGAAAAGCCCGGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAG
TGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC
GGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCA
CGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTTCGGTGCCGCAGCTAACGCATTAAGTTCCCC
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCT
TAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATGCCGGAAAACCGTGGAGACACGGTCCCCCTTGT
GGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA
ACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGG
AAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGG
GCﬂGCGATGCCGTGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCAT
GAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT
CACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCCAAGGTGGGACCAn
CGATTGGGACG

Figure 12 The PCR amplified 16S rDNA Nucleotide sequences of FLM-2

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGATAGGACCTT
CGGACGCATGTCTGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG
CTTGTCGCGTCGACCGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTTC
TGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTTAGATACCCTGGTAGTCCACGCTGTA
AACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGG
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTGCAGAGATGTGGGGTCCTTTCGGGGGCGGT
CACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGT
TCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACG
TCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGA
GGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCT
AGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT
CGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACG

Figure 13 The PCR amplified 16S rDNA Nucleotide sequences of MA-1



118

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGATAGGACCTT
CGGACGCATGTCTGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG
CTTGTCGCGTCGACCGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT
GGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA
CGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGGT
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC
AACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTGCAGAGATGTGGGGTCCTTCGGGGGCGGTCACA
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGA
TGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAA
GTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTA
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGC
AACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCCAAGGTGGGGCTGGCCGATTGGGACA

Figure 14 The PCR amplified 16S rDNA Nucleotide sequences of MA-2

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCCAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATATTACCTC
TGATCGCATGGTTGGTGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG
CTTGTCGCGTCGACCGTGAAAACCTGGGGCTCAACTCCAGGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT
GGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA
CGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAG
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG
CAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCAGGTCCTTCGGGGGCGGTCAC
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCG
ATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA
AGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGT
GGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGG
CAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACG

Figure 15 The PCR amplified 16S rDNA Nucleotide sequences of JSM1-1
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GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCCAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATATTACCTC
TGATQGCATGGTTGGTGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG
CTTGTCGCGTCGACCGTGAAAACCTGGGGCTCAACTCCAGGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT
GGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA
CGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAG
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG
CAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCAGGTCCTTCGGGGGCGGTCAC
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCG
ATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA
AGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGT
GGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGG
CAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCAAGTGGGGCTGGCGATTGGGACG

Figure 16 The PCR amplified 16S rDNA Nucleotide sequences of JISM1-3

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCTTCGGGGTACTCGAGCGGCGAACGGGT
GAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATAGGACTCCT
GACCGCATGGTTGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATG
GCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG
CCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTA
CGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGC
TTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGG
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG
GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC
GTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC
AACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGGTCCTTCGGGGGCGGTCACA
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGA
TGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAA
GTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTA
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGC
AACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACG

Figure 17 The PCR amplified 16S rDNA Nucleotide sequences of MC5-1



120

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATAGGACTCC
TGACCGCATGGTTGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGC‘I‘TGTTGGTGGGGTGAT
GGCCT?\CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG
CTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG'I‘CT cT
GGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA
CGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAG
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG
CAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGGTCCTTCGGGGGCGGTCAC
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCG
ATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA
AG']!CATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGT
GGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT
AATCGCAGATCAGCAACGCTGCGGTGAATA%TTCCCGGGCCTTGTACACACCGCCCGTCAOGTCACGAAAGTCGG
CAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACG

Figure 18 The PCR amplified 16S rDNA Nucleotide sequences of MC7-1

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG
TGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATAGGACTCC
TGACCGCATGGTTGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGGCGTAAAGAGCTCGTAGGCG
GCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTA
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC
TGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA
ACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGA
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGAT
GCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGGTCCTTCGGGGGCGGTCA
CAGGTGGTGCATGGCTGTCGTCAGCTCG'I‘GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTC
GATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC
AAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGG
TGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
GCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGTGGGGCTGGCGATTGGGACG

Figure 19 The PCR amplified 16S rDNA Nucleotide sequences of R1-1



CLUSTAL X(1.83) multiple sequence alignment

729
AB045859
KN-6
099490
AB018095
AF00518
AJ399473
276676
276682
276679
z76678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
Y15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

——————————————————————————— GACGAACGCTGGCGGCGTGCTT
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--------------------------- GACGAACGCTGGCGGCGTGCTT
———————————————— GACGAACGCTGGCGGCGTGCTT

Figure 20 Comparison of 16S rDNA nucleotide sequences between PNK1-3, PNK1-5,
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TT2-9, KN-6, FLM-2 strains, some validily described Streptomyces and Kitasatospora species.



TT2-9
AB045859
KN-6
099490
AB018095
AF00518
AJ399473
276676
276682
276679
276678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
¥15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

Figure 20 (Continued)

AACACATGCGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
A-CACATGCGATAGCCTTGGTGGATTAGTGGC
AACACATGCGATAGCCTTGGTGGATTAGTGGC
AACACATGCGATAGCCCTGGTGGATTAGTGGC
AACACATGCGATACCGCTGGGGGATTAGTGGC
———————— CGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
-------- CGATACCCTTGGGGGATTAGTGGC
———————— CGATACCCTTGGGGGATTAGTGGC
———————— CGATACCCTTGGGGGATTAGTGGC
-------- CGATACCCTTGGGGGATTAGTGGC
-------- CGATACCCTTGGGGGATTAGTGGC
-------- CGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
-------- CGATACCCTTGGGGGATTAGTGGC
———————— CGATACCCTTGGGGGATTAGTGGC
————————— GATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
AACACATGCGATAGCGCTGGTGGATTAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
AACACATGCGATACCGCTGGTGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATAGCGCTGGTGGATTAGTGGC
AACACATGCGATAGCGCTGGTGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATAGCCTTGGTGGATTAGTGGC
AACACATGCGATACCCTTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCGCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
AACACATGCGATACCCCTGGGGGATTAGTGGC
———————— CGATAGCTTTGGTGGATTAGTGGC
AACACATGCGATAGCCTTGGTGGATTAGTGGC
AACACATGCGGTAGCCTTGGTGGATCAGTGGC
AACACATGCGGTAGCCTTGGTGGATCAGTGGC
AACACATGCGGTAGCCTTGGTGGATCAGTGGC
AACACATGCGATACCGTTGGGGGATTAGTGGC
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TT2-9
AB045859
KN-6
099490
AB018Q95
AF00518
AJ399473
276676
276682
276679
276678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
¥15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

Figure 20 (Continued)

GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACARAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAARCACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTTCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGAAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGAAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGGAATCTGCCCTGAACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
GAACGGGTGAGTAACACTGGGCAATCTGCCCTGCACTCTGGGACAAGCC
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Figure 20 (Continued)

CTGGAAACGGGCTAATACCGGATATAGGCACCGCATGG
CTGGAAACGGGCTAATACCGGATATAGCCATCGCATGG
CTGGAAACGGGCTAATACCGGATACACCATGGGCATCC
CTGGAAACGGGCTAATACCGGATACATCGTGGGCATCC
CTGGAAACGGGCTAATACCGGATACACCAGAGGCATCT
CTGGAAACGGGCTAATACCGGATACACCCTGGGCATCC
CTGGAAACGGGCTAATACCGGATATAGCCATCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGATCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGATCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGATCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGATCGCATGG
CTGGAAACGGGCTAATACCGGATACACCAGGGGCATCC
CTGGAAACGGGCTAATACCGGATACACCAGGGGCATCC
CTGGAAACGGGCTAATACCGGATACACCAGGGGCATCC
CTGGAAACGGGCTAATACCGGATACATCCTGGGCATCC
CTGGAAACGGGCTAATACCGGATACACCATGGGCATCA
CTGGAAACGGGCTAATACCGGATACACCATGGGCATCC
CTGGAAACGGGCTAATACCGGATACACCACAGGCATCT
CTGGAAACGGGCTAATACCGGATARACTTCTCTCCTGG
CTGGAAACGGGCTAATACCGGATAAACTTCTCTCCTGG
CTGGAAACGGGCTAATACCGGATACACCACAGGCATCT
CTGGAAACGGGCTAATACCGGATATACTGACCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGACCGCATGG
CTGGAAACGGGCTAATACCGGATATACCTGAGGCATCT
CTGGAAACGGGCTAATACCGGATATACTGACCGCATGG
CTGGAAACGGGCTAATACCGGATATACTGACCGCATGG
CTGGAAACGGGCTAATACCGGATATACACCCCGCATGG
CTGGAAACGGGCTAATACCGGATATACACATCGCATGG
CTGGAAACGGGCTAATACCGGATACACACATCGCATGA
CTGGAAACGGGCTAATACCGGATACACACATCGCATGA
CTGGAAACGGGCTAATACCGGATACACACACCGCATGG
CTGGAAACGGGCTAATACCGGATACACACACCGCATGG
CTGGAAACGGGCTAATACCGGATATACACACCGCATGG
CTGGAAACGGGCTAATACCGGATACACACACCGCATGG
CTGGAAACGGGCTAATACCGGATATACACACCGCATGG
CTGGAAACGGGCTAATACCGGATATACACACCGCATGG
CTGGAAACGGGCTAATACCGGATACACACGTCGCATGA
CTGGAAACGGGCTAATACCGGATACACACGTCGCATGA
CTGGAAACGGGCTAATACCGGATATACACGTCGCATGA
CTGGAAACGGGCTAATACCGGATACACTAACCGCATGG
CTGGAAACGGGCTAATACCGGATACACCAACCGCATGG
CTGGAAACGGGCTAATACCGGATACACTAACCGCATGG
CTGGAAACGGGCTAATACCGGATARACTCCCCGCATGG
TTGGAAACGAGCTAATACCGGATATACCTTCCGCATGG
TTGGAAACGAGCTAATACCGGATATACCTTCTGCATGG
TTGGAAACGAGCTAATACCGGATACACCGCCCGCATGG
CTGGAAACGGGCTAATACCGGATATACCTTCCGCATGG
CTGGAAACGGGCTAATACCGGATACACGCCCCGCATGG
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Figure 20 (Continued)

GGCTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGCTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGATAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGTTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGCTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGTTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGTTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGTTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGTTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
AGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
AGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
GGGTARAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTARAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
GTGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
GGGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTGT
GGGTAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTTCAGGATGATCCCGCGGCCTATCAGCTGT
TGGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
GCGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTGT
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Figure 20 (Continued)

TGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAACGGCTCACCGAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG
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Figure 20 (Continued)

GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGC
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Figure 20 (Continued)

AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGABTATTGCACAATGGGCGAAAGCCTGATGCA@CGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGTCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC
AGCAGTGGGGAATATTGCACAATGGGCGARAGCCTGATGCAGCGACGCC
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Figure 20 (Continued)

GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGAGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGARG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAG
GCGTGAGGGATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGAAG
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Figure 20 (Continued)

AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGARGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGARGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTARCTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAARCTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCC
AAGCGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC
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Figure 20 (Continued)

AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTACTGG
AGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATATGTAGGGTGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGGAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGG
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG
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Figure 20 (Continued)

GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAARGCCCG
GCGTAARAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAARGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGARAGCCCG
GCGTAARGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAARGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAARGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGARAGCCCG
GCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCG
GCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAARAGCCG
GCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCG
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Figure 20 (Continued)

GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCCGTAG
GGGCTTAACTCCGGCTCTGCAGTCGATACGGACAGTCTAGAGTCCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGCAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTGGAGTGTGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAG
GGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAG
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Figure 20 (Continued)

GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAARATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAARATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTACCGGTGARATGCGCAGATATCAGGAGG
GGGAGATTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGARATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGARATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG
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Figure 20 (Continued)

AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCCGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAAGGCGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC
AACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC

*kkhkkk Kxkkkxkhkhkk * dkdkkkkkdokkkk dhkhkhkkhkhkhkhhhhhkhhkkk

”

135



TT2-9
AB045859
KN-6
099490
AB018Q95
AF00518
AJ399473
276676
276682
276679
276678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
Y15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

Figure 20 (Continued)

GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GARAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GARAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GARAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GARAGCGTGGGGAGCGARCAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT
GAAAGCGTGGGGAGCGARCAGGATTAGATACCCTGGTAGTCCACGCCGT
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Figure 20 (Continued)

ARACGGTGGGCACTAGGTGTGGGCARCATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAGCATTCCACGTTGTCCGTGCCGTA
AAACGGTGGGCACTAGGTGTGGGCAARCATTCCACGTTGTCCGTGCCGCA
ARACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGCGCCGCA
AAACGTTGGGCACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA
AAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCA
AAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCA
AAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCA
AAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCA
AAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCA
AAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCA
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Figure 20 (Continued)

GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCARGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCARGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARRAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARRC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCARGGCTAAARC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAARGGCTARRAC
GTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCARGGCTAAARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAARAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARARC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC
GTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAC
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Figure 20 (Continued)

TCAAAGGAATTGACGGGGGCCCGCACARGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACARGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT

TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT‘

TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACARGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACRAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTART
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT
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Figure 20 (Continued)

TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAAT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAARAAT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARARC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCGGAAACT
TCGACGCAACGCGARGAACCTTACCAAGGCTTGACATACATCGGAAACT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCGGAAAAT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACT
TCGACGCAACGCGAAGAARCCTTACCAAGGCTTGACATACACCGGAAACT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGARRCA
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAARCA
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAARACT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACA
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAARCC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACA
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGT
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACA
TCGACGCAACGCGAAGGACCTTACCAAGGCTTGACATATACCGGARAGG
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGRAATG
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAARTG
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATGCCGGAAACC
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACC
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Figure 20 (Continued)

CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
TAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CAGAGAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
GAGAGAACGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGTCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGTCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
TAGAGAAGTCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGTTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
CGGAGAAGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
TAGAGAGGTCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGT
CAGAGAAGTGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGT
GAGAGAGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGT
GAGAGAATCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGT
GGGAGAACGTCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGT
CGGAGAAGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT
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Figure 20 (Continued)

CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTARAGTCCCGCARCGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGIBILGTGAGAL&IlbbbllAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC

CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC.

CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGIGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCARCGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTARAGTCCCGCARCGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGT TGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC
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Figure 20 (Continued)

CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCATGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGTGTTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCCGTGTTGCCAGCAGGCCCTTGGGTGCTGGGGACTCACGG
CCTTGTCCTGTGTTGCCAGCATGCCCTTTGGTGATGGGGACTCACAG
CCTTGTCCTGTGTTGCCAGCATGCCCTTTGGTGATGGGGACTCACAG
CCTTGTCCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTCCTGTGTTGCCAGCATGCCCTTTGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTCCTGTGTTGCCAGCACTCCTTTCGGAGGTTGGGACTCACGG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCCTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG
CCTTGTTCTGTGTTGCCAGCATGCCTTTCGGTGATGGGGACTCACAG

*hkhkhkhkk * Hhkhkhkhkhhkhkkkk *k dhk hhk * Kk Fhhkhkhkkkhkhkk K*

143



TT2-9
AB045859
KN-6
099490
AB018095
AF00548
AJ399473
276676
276682
276679
276678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
Y15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

Figure 20 (Continued)

GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGARGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCARTAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGARGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCARCTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCARCTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGARGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAARCTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAATAT
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Figure 20 (Continued)

CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAA
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACRAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGEGCTGCACACGTGCTACAATGGCCGGTACRAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACRAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
CATGCCCCTTATGTCTTGEGCTGCACACGTGCTACAATGGTCGGTACAAA
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAA
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACARA
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACARA
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT
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Figure 20 (Continued)

GAGCTGCGATCGGAGGTGGAGCGAATCTCAARAAAGCCGGTCTCAGTT
GBGCTGCGATCGGAGGTGGRGCGAATCTCBAABBGCCGGTCTCBGT?
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCARARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCARAAAGCCGGTCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCARAAAGCCCGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTT
GAGCTGCGATCGAAGGTGGAGCGAATCTCAAARAGCCGATCTCAGTT
GAGCTGCGATCGAAGGTGGAGCGAATCTCAARAAAGCCGATCTCAGTG
GAGCTGCGATCGAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATATCAAAAAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCARARAGCCGGTCTCAGTT
GAGCTGCGATCGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GAGCTGCGATTGAAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
GGGCTGCGATCGGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTT
GGGCTGCGATCGGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTT
GGGCTGCGATCGGAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTT
GGGCTGCGATCGGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTT
GAGCTGCGAACGGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTT
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Figure 20 (Continued)

CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTARTC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTARTC
CGGATTGGGGTCTGCARCTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGT TGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGT TGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAARGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTCGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGARGTTGGAGT TGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGT TGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATC
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC
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Figure 20 (Continued)

GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGRAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
GCAGATCAGCATGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCG
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Figure 20 (Continued)

CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGARAGCCGGTGGCCCARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGRAGCCGGTGGCCCARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCARACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGARAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCTAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCTAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCTARCCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCTAACCC
CCCGTCACGTCACGAAAGTCGGTACACCCGAAGCCGGTGGCCCAACCC

***********&***********************t****** J & J kK

149



T2-9
AB045859
KN-6
099490
AB018095
AF00518
AJ399473
276676
276682
276679
276678
AJ399480
AJ399482
AJ399466
AJ399489
AJ399476
AJ399462
AB045889
AJ399485
AJ399477
AF503493
PNK1-5
PNK1-3
AY589505
AJ391822
AJ391820
AJ391837
AB024440
AJ621609
AJ621610
AJ621607
AJ621606
AJ621605
AJ621604
AJ621603
AB045883
Y15507
AJ621611
AF074415
AJ621612
AJ621613
AB045882
AJ621604
AB022874
AB022872
AB022868
FLM-2
X84850

Figure 20 (Continued)

TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACG—————
TGGGGEGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACG—————
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGARGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCTGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACG-————
TGGGGGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACG—————
TGGGAGGGAGC
TGGGAGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGAGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGCCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAGTCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGEGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGEGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGGGAATCGTCGAAGGTGGGACTGCGATTGGGACGAAGTC
TGGGGGEGAGCTGTCGARGGTGGGACTGCGATTGGGACGAAGTC
TAGGGAGGAGCCGTCGAAGGTGGGACCACGATTGGGACGAAGTC
TAGGGTGGAGCCGTCGAAGGTGGGACCACGATTGGGACGAAGTC
TGGGGAGGAGCCGTCGAAGGTGGGACCACGATTGGGACGAAGTC
TAGGGAGGAGCCGTCCAAGGTGGGACCACGATTGGGACG—————
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Figure 20 (Continued)

GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT--~
GTAACAAGGTAGCCGTACCGGAAGGTGC
GTAACAAGGTAGCCGTACCGGAAGGTGC
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGGT- e = -
GTAACAAGGTAGCCGTACCGGAAGGT-———- - =
GTARCAAGGTAGCCGTACCGGAAGGT ~—==—————————=======~"~
GTAACAAGGTAGCCGTACCGGAAGGT
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGG—————~————— e
GTAACAAGGTAGCCGTACCGGAAGG- =
GTAACAAGGTAGCCGTACCGGAAGG——————~
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGAAGG———————————=—=——======<
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTC———--—

GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAAA
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAAR
GTAACAAGGTAGCCGTACCGGAAGGTGC
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAG-
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT -~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT -~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCT-—--
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT -~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT-~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT-~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC e
GTAACAAGGTAGCCGTACCGGARGGTGCGGCTGGATCACCTCCTT -~
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGGTAGCCGTACCGGARAGG—
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCT————————========
GTAACAAGGTAGCCGTACCGGAAGGT
GTAACAAGGTACGGCTACCGGAAGGTGCGGCTGGATCACCTCCTTT -~
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT -~
GTAACAAGGTAGCCGTACCGGAAGG
GTAACAAGETAGCEGTACCGEAAGE ——————————~———=====—=~
RIRACAAGGTR -~~~ —~ " = AT
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCGGGATCACCTCCTTTCT
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CLUXTRAL X (1.83) multiple sequence alignment.

MA-1 - GACGAACGCTGGCGGCGTGCTTAACACATG
Ma-2 ° GACGAACGCTGGCGGCGTGCTTAACACATG
¥8288¢9 . . . 000000 A=games TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
AF152109 AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
Xe2633 - . . e, EEEeEm TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATG
JEMIEE. - - T e e e e e GACGAACGCTGGCGGCGTGCTTAACACATG
JSM1-1 GACGAACGCTGGCGGCGTGCTTAACACATG
T N T i TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
T e S N w5 TGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATG
RABSGRS- o0 D M L SR TGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATG
o L R et SN - TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATG
e D 5= TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATG
¥NeeRy. - 0 o 7 -=weaes TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATG
G L e O P R e i oo TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
Xgeee8 o 0 L L SEEThE TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
%9209 .. - - . ===S== TGATCCTGGCGCAGGACGAARCGCTGGCGGCGTGCTTAACACATG
AB107231 o GACGAACGCTGGCGGCGTGCTTAACACATG
X@RBOR - . . i =t TGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATG
MC5-1 GACGAACGCTGGCGGCGTGCTTAACACATG
MC7-1 GACGAACGCTGGCGGCGTGCTTAACACATG
R1-1 GACGAACGCTGGCGGCGTGCTTAACACATG
L1 1 L At e RS SRt LY USRI - -, . e -GACGAACGCTGGCGGCGTGCTTAACACATG
ROPENA - . o s e N TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG
AB037012 GACGAACGCTGGCGGCGTGCTTAACACATG
AB037011 GACGAACGCTGGCGGCGTGCTTAACACATG
D85474 GACGAACGCTGGCGGCGTGCTTAACACATG
AB037000 GACGAACGCTGGCGGCGTGCTTAACACATG
AB037008 = 7 ~GACGAACGCTGGCGGCGTGCTTAACACATG
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Figure 21 Comparison of 16S rDNA nucleotide sequences between the representative

Micromonospora strains and the validily described Micromonospora species.
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Figure 21 (Continued)

CAATCGAGCGGARAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGARAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGARAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAACGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAACGGAAAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGARAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGARAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGAACGGGTGA
CAATCGAGCGGAAAGGCTGGGTACTCGAGCGGCGARCGGGTGA
CAATCGAGCGGARAGGCCGGGTACTCGAGCGGCGAACGGGTGA
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Figure 21 (Continued)

GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAARCCCTCGGARACG
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACG
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCTCGGAAACG
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACG
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTGCCCCAGGCTTTGGGATAACCCCGGGARACC
GTACACGTGAGCACCTGCCCCAGGCTTTGGGATARCCCCGGGAARCC
GTACACGTGAGCACCTCCCCCAGGCTTTGGGATAARCCCCGGGAAACC
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAARCC
GTACACGTGAGCACCTGCCCCAGGCTTTGGGATAACCCCGGGAARCC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAARCC
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTCCCCCAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTCCCCTAGCCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAARCC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAAACC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAARCC
GTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCTCGGARAACG
GTACACGTGAGCACCTCCCCTAGGCTTTGGGATAACCCTCGGAARCG
GTACACGTGAGTACCTGCCCCAGACTTTGGGATAACCCTCGGAARCG
GTACACGTGAGTACCTGCCCCAGACTTTGGGATAACCCTCGGAAACG
GTACACGTGAGTACCTGCCCTGGACTTTGGGATAACCCTCGGARACG
GTACACGTGAGTACCTGCCCTGGACTTTGGGATAACCCTCGGARACG
GTACACGTGAGGACCTGCCCTGGACTTTGGGATAACCCTCGGARACG
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GGGGCTAATACCGGATAGACCTTCGACGCATGTCTGGGGTGGA
GGGGCTAATACCGGATAGACCTTCGACGCATGTCTGGGGTGGA
GGGGCTAATACCGGATARACCTTTGTCGCATGACTGGGGTGGA
GGGGCTAATACCGAATATACTTGACTCGCATGGGGTTGGTGGA
GGGGCTAATACCGAATAGACTTCTGCCGCATGGGTGGTGTGGA
GGGGCTAATACCGAATATACCTCTGTCGCATGGTTGGTGTGGA
GGGGCTAATACCGAATATACCTCTGTCGCATGGTTGGTGTGGA
GGGGCTAATACCGAATAGACCTCTGCCGCATGGTTGGTGTGGA
GGGGCTAATACCGAATAGACCTCCGTCGCATGGTTGGTGTGGA
GGGGCTAATACCGAATAGACCTTGCCCGCATGGTGTTTGTGGA
GGGCCTAATACCGAATAGACCTTCGTCGCATGACTGTTGTGGA
GGGGCTAATACCGAATARACCTGGCTCGCATGAGTCTGGTGGA
GGGGCTAATACCGAATAGACCTGCGTCGCATGACTGTTGTGGA
GGGGCTAATACCGAATAGACCTGACCCGCATGGGGTTGGTGGA
GGGGCTAATACCGAATAGACCTGGCTCGCATGAGGTTGGTGGA
GGGGCTAATACCGAATAGACCTCTGCCGCATGGTGGAGGTGGA
GGGGCTAATACCGAATAGACCTCTGTCGCATGGTGGGGGTGGA
GGGGCTAATACCGAATAGGACTCTGTCGCATGGCTGGTGTGGA
GGGGCTAATACCGAATAGGACTCTGCCGCATGGTTGGGGTGGA
GGGGCTAATACCGAATAGGACTCTGCCGCATGGTTGGGGTGGA
GGGGCTAATACCGAATAGGACTCTGCCGCATGGTTGGGGTGGA
GGGGCTAATACCGAATATGACTCTGTCGCATGGTTGGTGTGGA
GGGGCTAATACCGAATATTACTCTGCCGCATGGCTGGTGTGGA
GGGGCTAATACCGAATATGACTGGCTCGCATGAGCTTGGTGGA
GGGGCTAATACCGAATATGACANCNTTGCANTGGTGCGGTGGA
GGGGCTAATACCGAATACGACAGAGTCGCATGTCTTCGGTGGA
GGGGCTAATACCGGATATGACTTTCTCGCATGGGTTTGTGGAA
GGGGCTAATACCGAATACGACATTCCCGCATGTGTGGGGTGGA

dhkk Fhkkhkkhkhkk khk * %k *

155



MA-1
MA-2
X92599
AF152109
X92611
JSM1-3
JSM1-1
X92604
X92601
X92594
X92607
X92610
X92608
X92631
X92628
X92609
AB107231
X92598
MCS5-1
MC7-1
R1-1
TT1-11
X92613
AB037012
AB037011
D85474
AB037000
AB037008

Figure 21 (Continued)

AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCTTGGGATGGGCTCGCGCCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTCTTGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGCCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTTGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGG
AGTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG
AAGTTTTCGGTCTGGGATGGTCTCGCGGCCTATCAGCTTGTTGGTGGG
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MA-1 GTGATGGCCTACCARGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
MA-2 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92599 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AF152109 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92611 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
JSM1-3 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
JSM1-1 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92604 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92601 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92594 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92607 GTGATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92610 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92608 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92631 GTGATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92628 GTGATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92609 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AB107231 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92598 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
MC5-1 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
MC7-1 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
Rl-1 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
r1-11 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
X92613 GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AB037012 GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AB037011 GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
D85474 GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AB037000 GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
AB037008 GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG
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Figure 21 (Continued)

GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGANACGACCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGAGACGACCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
GCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG
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MA-1 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
MA-2 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92599 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
AF152109 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X926]11 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
JSM1-3 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
JsSM1-1 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92604 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGAC GCCGCGTGAGG
X92601 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92594 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92607 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92610 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92608 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92631 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92628 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGT GAGG
X92609 GGGAATATTGCACAATGGGCGGAAGCCTGATTCAGCGACGCCGCGTGAGG
AB107231 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92598 GGGAATATTGCACMTGGGCGGAAGCCTGATGCAGCGACGCCGCGTGRGG
MC5-1 GGGAATATTGCACAA’I‘GGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
MC7-1 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGT GAGG
R1-1 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
Tri-11 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
X92613 GGGAATATTGCACAATGGGCGGMGCCTGATGCAGCGACGCCGCGTGJ\GG
AB037012 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
AB037011 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
D85474 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
AB037000 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
AB037008 GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG
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Figure 21 (Continued)

GATGACGGCCTTCGGGTTGTAN\CCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTMACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAKA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAR
GATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGACGAAGCGARA
GATGACGGCCTTCGGGTTGTARACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGNGTAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAR
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGNAA
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MA-1 GTGACGGTACCTGCAGAAGAAGCGCCGGCCARCTACGTGCCAGCAGCCGC
MA-2 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92599 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
AF152109 GTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGC
X926]11 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
JSM1-3 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
JSM1-1 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92604 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92601 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92594 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92607 GTGACGGTACCTGCAGAAGAAGCGCCAGCCAACTACGTGCCAGCAGCCGC
X92610 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92608 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92631 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92628 GTGACGGTACCTGCAGAAGAAGCGCCGGNCAACTACGTGCCAGCAGCCGC
X92609 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
AB107231 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92598 GTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGC
MC5-1 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
MC7-1 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
R1-1 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
1311 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
X92613 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
AB037012 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
AB037011 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
D85474 GTGACGGTACCTGCAGAAGAAGCGCCGGCNAACTACGTGCCAGCAGCCGC
AB037000 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
AB037008 GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGC
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GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTARAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGTGCGAGCGTTGTCCGGAATTATTGH?:GTAAAGﬁG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
GGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAG
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MA-1 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARRACTTGGGGCTCARACCCCA
MA-2 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARAACTTGGGGCTCAACCCCA
X92599 CTCGTAGGCGGCTTGTCGCGTCGACCGTGAARACTTGGGGCTCAACCCCA
AF152109 CTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACTTGGGGCTCAACCCCA
X926d1 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARAACTTGGGGCTCAACCCCA
JSM1-3 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARRACCTGGGGCTCAACTCCA
JSM1-1 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARAACCTGGGGCTCAACTCCA
X92604 CTCGTAGGCGGCTTGTCGCGTCGACCGTGAARACTTGGGGCTCAACCCCA
X92601 CTCGTAGGCGGCTTGTCGCGTCGACCGTGARAACTTGGGGCTCAACCCCA
X92594 CTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACCTGGGGCTCAACCCCA
X92607 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCG
X92610 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAARACCCGCAGCTCAACTGCG
X92608 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARAACCCGCGGCTCAACTGCG
X92631 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACTGCG
X92628 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCG
X92609 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARAACCCGCAGCTCAACTGCG
AB107231 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARRACCCGCGGCTCAACCGCG
X92598 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACT@CG
MC5-1 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCG
MC7-1 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARAACCCGCAGCTCAACTGCG
R1-1 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAARAACCCGCAGCTCAACTGCG
TT1-11 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARAACCCGCAGCTCAACTGCG
X92613 CTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACTGCG
AB037012 CTCGTAGGCGGCTTGTCGCGTCGAATGTGARAACCCGAGGCTCAACCTCG
AB037011 CTCGTAGGCGGCTTGTCGCGTCGAATGTGARATCTCGGGGCTCAACTCCG
D85474 CTCGTAGGCGGCTTGTCGCGTCGAATGTGAAAACTTGGGGCTCAACCCCA
AB037000 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARRACCCGCGGCTCAACCGCG
AB037008 CTCGTAGGCGGCTTGTCGCGTCGACTGTGARAACCCGCGGCTCAACTGCG
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MA-1 AGCCTGCGGTCGATACGGGCAGGCTAGAGT TCGGTAGGGGAGACTGGAAT
MA-2 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92599 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AF152109 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCAGTAGGGGAGACTGGAAT
X92611 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
JSM1-3 GGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
JSM1-1 GGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92604 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92601 AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92594 GGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92607 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92610 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92608 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92631 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92628 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92609 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AB107231 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92598 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
MG5-1 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
MC7-1 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
R1-1 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
TT1=-11 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
X92613 GGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AB037012 GGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AB037011 AGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
D85474 AGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AB037000 GGCCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT
AB037008 GGCCTGCAGCCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAAT

*h KhkKk IS et s bt b b b b h b b gl R 222222 22 5 & & & & & 04

Figure 21 (Continued)



165

MA-1 TCCTGGTGTAGCGGTGARATGCGCAGATATCAGGAGGARCACCGGTGGCG
MA-2 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92599 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
AF152109 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92611 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
JSM1-3 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
JSM1-1 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92604 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92601 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92594 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92607 TCCTGGTGTAGCGGTGARAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92610 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAACGGTGGCG
X92608 TCCTGGTGTAGCGGTGARAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92631 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92628 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92609 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
AB107231 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
X92598 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCG
MC5-1 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
MC7-1 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
R1=1 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
TT1~-31 TCCTGGTGTAGCGGTGAAATGCGCAGATATNAGGAGGAACACCGGTGGCG
X92613 TCCTGGTGTAGCGGTGARATGCGCAGATATCAGGAGGAACACCGGTGGCG
AB037012 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
AB037011 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
D85474 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
AB037000 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCG
AB037008 TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG
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MA-1 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGE
MA-2 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92599 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
AF152109 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
X92611 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
JSM1-3 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
JsM1-1 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92604 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
X92601 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
X92594 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92607 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
X92610 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92608 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92631 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92628 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92609 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
AB107231 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
X92598 AAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGE
MC5-1 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
MC7-1 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
Rl=1 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
TT1-11 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
X92613 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
AB037012 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAAGCGTGGGG
AB037011 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
D85474 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG
AB037000 AAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
AB037008 AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGARAGCGTGGGG
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AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGCGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTARACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC
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GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTTCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGACCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGCCCTCTCCGGGTTTTGCGCCGCACTAACGCATTA
GCTAGGTGTGGGGACCTCTCCGGTCTTTGCGCCGCACTAACGCATTA
GCTAGGTGTGGGGCCCTCTCCGGGTTTTGCGCCGCACTAACGCATTA
GCTAGGTGTGGGGACCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
GCTAGGTGTGGGGACCTCTCCGGTTCTTGTGCCGCACTAACGCATTA
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MA-1 AGCGCCCCGCCTGGGGAGTACGGCCGCARGGCTARAACTCARAGGARTTG
MA-2 AGCGCCCCGCCTGGGG-GTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
X92599 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AF152109 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGARTTG
X926]11 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
JSM1-3 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCARAGGAATTG
JSM1-1 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGARTTG
X92604 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAACTCAAAGGAATTG
X92601 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
X92594 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
X92607 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
X92610 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
X92608 AGCGCCCCGCCTGGGGAGTACGGCCGCARGGCTAARACTCAARAGGAATTG
X92631 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
X92628 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
X92609 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AB107231 GGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGARTTG
X92598 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
MG5-1 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCARAGGAATTG
MC7-1 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAACTCAAAGGAATTG
R1-1 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGAATTG
7wi=11 AGCGCCCCGCCTGGGGAGTACGGCCGCARAGGCTAAAACTCAAAGGAATTG
X92613 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AB037012 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AB037011 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAACTCAAAGGARTTG
D85474 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AB037000 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG
AB037008 AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTARAAACTCAAAGGAATTG
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MA-1 ACGGGGGCCCGCACARAGCGGCGGAGCATGCGGATTAAT TCGATGCARCGC
MA-2 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92599 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
AF152109 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92611 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCARCGC
JSM1-3 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
JSM1-1 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92604 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92601 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92594 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92607 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC
X92610 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92608 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCARCGC
X92631 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92628 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92609 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
AB107231 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
X92598 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
MC5-1 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
MC7-1 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC
R1-1 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
TT1-11 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC
X92613 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC
AB037012 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC
AB037011 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
D85474 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
AB037000 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
AB037008 ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT TCGATGCAACGC
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MA-1 GAAGAACCTTACCTGGGTTTGACATGGCCGCARARCCTGCAGAGATGTGG
MA-2 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACCTGCAGAGATGTGG
X92599 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTCCAGAGATGGGG
AF152109 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACTTGCAGAGATGTAA
X92611 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCACAGAGATGTGA
JSM1-3 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCA
JSM1-1 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCA
X92604 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCA
X92601 GAAGAACCTTACCTGGGTTTGACATGGCCGCAARACCGGCAGAGATGTCG
X92594 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCA
X92607 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCGGCAGAGATGTCG
X92610 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACCGGCAGAGATGTCG
X92608 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACCTGCAGAGATGTAG
X92631 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCA
X92628 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACTCGCAGAGATGTGA
X92609 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTGCAGAGATGCTGG
AB107231 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTGCAGAGATGTGG
X92598 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACTCACAGAGATGTGA
MC5-1 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGA
MC7-1 GAAGAACCTTACCTGGGTTTGACATGGCCGCARAACTCGCAGAGATGTGA
Ri=1 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGA
Tri-11 GAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGA
X92613 GAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCCTCCAGAGATGGGG
AB037012 GAAGAACCTTACCTGGGTTTGACATCGCCGGARAACTCGCAGAGATGCGG
AB037011 GAAGAACCTTACCTGGGTTTGACATCGCCGGARATCTCGCAGAGATGCGG
D85474 GAAGAACCTTACCTGGGTTTGACATGCACGGAAATCCCACAGAGATGTGG
AB037000 GAAGAACCTTACCTGGGTTTGACATCGCCGGARAACTCGCAGAGATGCGG
AB037008 GAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGTAGAGATACGG
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GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG®
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
GGTCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG
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MA-1 TCGTGAGATGTTGGGTTAAGTCCCGCARCGAGCGCARCCCTCGTTCGATG
MA-2 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92599 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
AF152109 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X926]11 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
JSM1-3 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
JSM1-1 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92604 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92601 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92594 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARCCCTCGTTCGATG
X92607 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92610 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92608 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARCCCTCGTTCGATG
X92631 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92628 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92609 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
AB107231 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92598 TCGTGAGATGTTGGGTTAAGTCCCGCARCGAGCGCAACCCTCGTTCGATG
MC5-1 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
MC7-1 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARCCCTCGTTCGATG
R1-1 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
71-11 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
X92613 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
AB037012 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
AB037011 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARCCCTCGTTCGATG
D85474 TCGTGAGATGTTGGGTTAAGTCCCGCAARCGAGCGCARCCCTCGTTCGATG
AB037000 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCARCCCTCGTTCGATG
AB037008 TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATG
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MA-1 TTGCCAGCGCGTTATGGCGGGGACTCATCGARGACTGCCGGGGTCAACTC
MA-2 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92599 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AF152109 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92611 TTGCCAGCGCGTTATGGCGGGGACTCATCGARGACTGCCGGGGTCAACTC
JSM1-3 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
JSM1-1 TTGCCAGCGCGT TATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92604 TTGCCAGCGGGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92601 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92594 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92607 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92610 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92608 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92631 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92628 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92609 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AB107231 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92598 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAAC‘I‘C
MC5-1 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
MC7-1 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
R1-1 TTOCCACCOCCTTATCOCGGGGACTCATCGARGACTGCCGGGGTCAACTC
TT1-11 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
X92613 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AB037012 TTGCCAGCGCGTCATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AB037011 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
D85474 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AB037000 TTECCAGCGOGTTATGGRCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
AB037008 TTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTC
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MA-1 GGAGGAAGGTGGGGATGACGTCARGTCATCATGCCCCTTATGTCCAGGGC
MA-2 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92599 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
AF152109 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X9261.1 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
JSM1-3 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
JSM1-1 SELCERAGETEEGEATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92604 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92601 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92594 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGT
X92607 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92610 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92608 GGAGGAAGGTGGGGAT@CGTCMGTCATCATGCCCCTTATGTCCAGGGC
X92631 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92628 GGF\GGF\AGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92609 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
AB107231 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92598 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
MC5-1 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
MC7-1 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
RI~1 CORCOARCOTOOCOATCACOTCARGTCATCATGCCCCT TATGTCCAGGGC
TT1-11 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
X92613 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
AB037012 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
AB037011 GGAGGAAGGIGGGGAIGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
D85474 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
AB037000 COACCARGOTOGGGATOACOTCAAGTCATCATGCCCCTTATGTCCAGGGC
AB037008 GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC
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MA-1 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
MA-2 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92599 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
AF152109 TTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTG
X926L1 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
JSM1-3 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
JSM1-1 TTCACGCATGCTACRATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92604 TTCACGCATGCTACAATGGTCGGTACAATGGGCTGCGATACCGTGAGGTG
X92601 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92594 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCCTCACCTC
X92607 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92610 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92608 TTCACGCATGCTACARTGGCCGGTACAATGGGCTGCGATACCGTAAGGTG
X92631 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92628 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92609 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
AB107231 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92598 TTCACGCATGCTACAATGGCCGGTACAATGGGC'I‘GCGA'T‘ACCGTGAGG'T‘G
MCH-1 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
MC7-1 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
R1-1 TROROCOATCOTACART COCCOTACAATGGGCTGCGATACCGTGAGGTG
PRI=11 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
X92613 TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTG
AB037012 TTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGETT
AB037011 TTCACGCATGCTACRATGGCCGEGTACAAAGGGCTGCGATACCGTGAGGTG
D85474 TTCACGCATGCTACAATGGCCGGTACAARAGGGCTGCGAGACCGTGAGGTT
AB037000 TTCACGCATGC TACARTCCCCGGTACAAAGGGTTGCGATACCGTAAGGTG
AB037008 TTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATGCCGTGAGGTG
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MA-1 GAGCGAATCCCARARAGCCGGTCTCAGTTCGGATCGGGGTCTGCARCTCG
MA-2 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92599 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
AF152109 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTTS
X92611 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
JSM1-3 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
JSM1-1 GAGCGABTCCCAARAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92604 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92601 GAGCGAATCCCAARAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92594 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTECAACTLG
X92607 GAGCGAATCCCARAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92610 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCARCTCG
X92608 CAGCGAATCCCARARAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92631 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92628 GAGCGAATCCCAAA AAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92609 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCCEES T U anl T e
AB107231 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
X92598 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC7\7\C'!‘CG
MC5-1 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
MC7-1 GAGCGAATCCCAARRAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
R1-1 C.".CCCM‘.TCCCI\J\.N‘J‘.CCCCCTCTCAGTTCGGATCGGGGTCTGCAACTCG
TT1-11 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCRACTCG
X92613 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
AB037012 GAGCGAATCCCARAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCARCTCS
AB037011 GAGCGAATCCCARALAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
D85474 GAGCGRAATCCCARARAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
AB037000 GAGCGANTCCCAMMGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
AB037008 GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG
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MA-1 ACCCCGTGAAGTCGGI\GTCGCTAGTMTCGCAGATCAGCAACGCTGCGGT
MA-2 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCMCGCTGCGGT
X92599 ACCCCGTGAAGT CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT
AF152109 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGL T G
X92611 ACCCCGTGAAGTCGGAGTCGCTAGTMTCGCAGATCAGCMCGCTGCGGT
JSM1-3 ACCCCGTGAAGTCGGAGTCGCTAGTMTCGCAGATCAGCMCGCTGCGGT
JSM1-1 ACCCCGTEARGTCCEAGTCET TAGTAATCGCAGATCAGCAACGCTGCGGT
X92604 ACCCCGTGAAGTCGGAGTCGCTAGT AATCGCAGATCAGCAARCGCTGCGGT
X92601 ACCCCGTGAAGTCGGAGTCGCTAGTMTCGCAGATCAGCAACGCTGCGGT
X92594 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCARCELT GCGGT
X92607 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCMCGCTGCGGT
X92610 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC GCTGCGGT
X92608 ACCCCGTGA AGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT
X92631 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT
X92628 ACCCCCTC}"J\CTCCCACTCCCTACTMTCGCAGATCAGCAACGCTGCGGT
X92609 ACCCCGTGAAGTCGGAGTCGCTAGTARTCGCAGATCAGCARTGTTET G5T
AB107231 ACCCCGTGAAGTCGGAGTCGCTAGTMTCGCBGATCAGCAACGCTGCGGT
X92598 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCI\GI\TCAGCMCGCTGCGGT
MGC5-1 ACCCCGTGAAGTCGGAGTCGC TAGTAATCGCAGATCAGCAACGCTGCGGT
MC7-1 ACCCCGTGAAGTCGGAGTCGCTAGTMTCGCAGATCAGCAACGCTGCGGT
R1-1 ACCCCETOGANGC Lo Crnd r AATCGCAGATCAGCAACGCTGCGGT
TT1-11 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCARCGCT GCGGT
X92613 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT
AB037012 ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCACATCACOCANCCOTOOCOT
AB037011 ACCCCGTGRAAGTCGGAGTCGCTAGT. AATCGCAGATCAGCAACGCTGCGGT
DB5474 ACCCCGTGAAGTCGGI\GTCGCTAGTMTCGCAGATCAGCMCGCTGCGGT
AB037000 ACCCOOTOARGTOCOACTUGCTACTANTCGCAGATCAGCAACGCTGCGGT
AB037008 ACCCCGTGA.AGTCGGAGTCGCTAGTMTCGCAGATCAGCMCGCTGCGGT
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MA-1 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGARAGTCG
MA-2 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
X92599 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCG
AF152109 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGYTG
X926L1 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAARAGTCG
JSM1-3 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAARGTCG
JSM1-1 BRATACELTUCLEEELL L L ETACACACCGCCCGTCACGTCACGAAAGTCG
X92604 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCG
X92601 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCG
X92594 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCATGARAS

X92607 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGARAGTCG
X92610 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAARGTCG
X92608 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCG
X92631 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
X92628 CAATACCTTCCCCCCCCTTSTACACACCGCCCGTCACGTCACGAAAGTCG
X92609 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGETCACEARASTCE
AB107231 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
X92598 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCG
MCH-1 GAATACGLTCCCGGGCCTIGTACACACCGCCCGTCACGTCACGAAAGTCG
MC7-1 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
R1-1 GANTACC e CCOLGLL e alaCaACCGCCCGTCACGTCACGAAAGTCG
TT1-11 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGICACGARAGTCE
X92613 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGARRGTCG
AB037012 GAATACGTTCCCGGGCCTTGTACACACCGCCCOTORCATCRCORANCTCL
AB037011 GRATACGTTCCCGEGGLCTIGTACACACCGCCCGTCACGTCACGARAGTCG
DB5474 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGARAGTCG
AB037000 CARTACCTTOCCCCCOCTTCTRCACRCCGCCCGTCACGTCACGAAAGTCG
AB037008 GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG
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GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCCA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCAA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA

G»AACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGT Tisitui
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GOARCACCCGRAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCCAACCCTGGGAGGAGCCGTCGA

GCAACACCCGAAGCCGGTGGCCCAACCCGAGGAGGAGCCGTCGB
GCAACACCCGAAGCCGGTGGCCTAACCCGAGGAGGAGCCGTCGA
oo C o CRRTT UCETGGCCTAACCCCTGGAGGAGCCGTCGA
GCAACACCCGAAGCCGGTGGCCTAACCCCTGGAGGAGCCGTCGA
GCAACACCCGAAGCCCATGGCCTAACCCGTGGAGGAGTGGTCGA
GCAACACCCGAAGCCCATGGCCTAACCCGTGGAGGAGTGGTCNA
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Figure 32 Expansion of PNKO01
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Figure 35 UV spectrum of Ang01

Figure 36 IR spectrum of Ang01
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Figure 53 NOESY spectrum of Ang01
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