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Appendix A

Table 1A Solutions for 2D-PAGE
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Solution Chemical Final . Amount
concentration
Urea 8§ M 192 ¢
Lysis solution CHAPS 4% (wiv) 16¢g
y Pharmalyte 3—10 2% 800 pl
Double distilled H,O to 40 ml
Urea §M 12 g
Rehydration CHAPS 2% (w/v) 05¢g
solution Bromophenol blue 0.002% (w/v) S50 pl
Double distilled H,O to 25 ml
Tris-HCI, pH 8.8 50 mM 10.0 ml
Urea 6M 7207 g
SDS equilibration Glycerol 30% (v/v) 69 ml
buffer SDS 2% (W/v) 40¢g
Bromophenol blue 0.002% (w/v) 400 pl
Double distilled HO to 200 ml
30% T, 2.6% C Acrylamide 30% 60.0 g
monomer stock Bisacrylamide 0.8% l6g
solution Double distilled H,O to 200 ml
Tris base 1.5M 181.7¢
4x resolving gel Double distilled H,O 750 ml
buffer HC1 adjust to pH 8.8
Double distilled H,O toll
SDS 10% (w/v) 50¢g
(]
10% SDS Double distilled H,0 to 50 ml
10% ammonium Ammonium persulfate 10% (w/v) Olg
persulfate Double distilled H,O
to 1 ml
SDS Tris-base 25 mM 303 g
electrophoresis Glycine 192 mM 144.0¢g
b ufor P SDS 0.1% (W/v) 100 g
Double distilled H,O to 101
SDS Electrophoresis 100 ml
Agarose sealing buffer
solution Agarose 0.5% 05¢g
Bromophenol blue 0.002% (w/v) 200 pl




Table 2A Coomassie Gel stain and destain solutions
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Solutions Chemical Amount
Coomassies Gel stain Coomassies Blue G-250 lg
Methanol 450 ml
H,O 450 ml
Glacial acetic acid 100 ml
Coomassies Gel destain Methanol 100 ml
H,O 800 ml
Glacial acetic acid 100 ml
Table 3A Bradford solution
Solutions Chemical Amount
Bradford Stock solution 95% ethanol 100 ml
88% phosphoric acid 200 ml
Coomassies Blue G-250 350 mg
Bradford Working solution DI-H,0 425 ml
95% ethanol 15 ml
88% phosphoric acid 30 ml

Bradford Stock solution

30 ml




Table 4A Composition of Potato dextrose agar (PDA) for antifungal activity test

Composition Amount
Potato 200 g
Glucose 20g
Agar 12 g
DI-H,0 11

Table SA Composition of Nutrient Broth (NB) for antimicrobial activity test

Composition Amount
Beef extract 3g
Peptone S5g

DI-H;0 11
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Figure 2B CM-Sepharose cation exchange chromatrogram of 60%crude protein
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Appendix C

Table 1C Mass per charge of in-gel tryptic peptide of separated protein from 2D-Gel

Electrophoresis of Sesbania grandiflora flowers crude protein

Spot

No. m/z

973.1072, 1043.277, 1084.192, 1235.292, 1314.364, 1497.423, 1941.328,

2084.453, 2527.536, 3219.671

882.2149, 926.2297, 1046.25, 1186.23, 1200.272, 1217.146, 1218.188,
2 1253.271, 1296.317, 1308.819,1347.358, 1363.327, 1491.231, 1546.264,

1616.664, 1671.32, 2285.291, 2301.433, 2464.495, 2590.389, 3095.494

1033.855, 1049.727,1426.278, 1560.317, 1611.228, 1739.263, 2049.212,
3 | 2157.456,2169.387,2179.496, 2476.4, 2559.53, 2604.496, 2741.486,

2869.529

1164.165, 1289.996, 1344.128, 1417.129, 1447.062, 1517.195, 1541.172,
4 1546.155, 1575.12, 1769.135, 1853.176, 1866.159, 1897.151, 1925.145,

1965.192, 1981.176, 2053.211, 2093.223, 2748.253, 2817.257, 2916.259

1046.205, 1296.276, 1308.741, 1341.269, 1347.323, 1363.3, 2150.407,

2167.422, 2464.417

967.3344, 1045.394, 1137.302, 1149.262, 1165.3, 1176.431, 1306.453,
6 1320.477, 1339.281, 1553.616, 1584.566, 1793.458, 1797.474,

1809.483, 1825.424, 2150.678, 2167.681
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Table 2C Mass per charge of in-gel tryptic peptide of SGF60 separated protein from
SDS-PAGE

Protein m/z

975.4648, 1003.471, 1005.663, 1019.452, 1115.651, 1214.699,
1219.678, 1314.663, 1516.753, 1697.991, 1735.91, 1774.77,
1826.069, 2038.921, 2043.87, 2189.017, 2198.022, 2203.895,
2357.006, 2611.102, 2661.045, 3153.165

SGF60

Table 3C Mass per charge of in-gel tryptic peptide of SGF90 from SDS-PAGE

Protein m/z

892.5318, 898.5043, 943.5061, 948.6422, 1011.12,
1049.478, 1054.546, 1065.461, 1072.579, 1087.599,
1107.58, 1123.54, 1192.667, 1272.212, 1326.632,
1447.708, 1452.642, 1495.764, 1575.814, 1726.941,
1942.841, 1952.909, 2154.12, 2394.084, 2441.048,
2758.103, 2807.163, 2898.187, 2920.126

SGF90
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Appendix D

Table 1D De Novo sequencing of peptide precursor of SGF60 protein using Peptide

Sequencing program from Masslynx software

Precursor
mass

Precursor
ion charge

Observed
MW

De Novo Sequence

412.77
421.77
435.77
471.58
563.79

563.81
599.30

609.31

614.72
626.30
676.00
718.70
735.68
749.06
767.42

767.73
786.72

887.88
1163.02

1165.53a

1165.53b

1169.76

1180.08

NN NN

NN

NN

823.5244

841.5244

869.5244

941.1443
1125.5643

1125.6044
1196.5844

1216.6044

1227.4243
1250.5844
1349.9844
1435.3844
1469.3444
1496.1044
1532.8243

1533.4443
1571.4243

1773.7444
1162.0122

1164.5222

1164.5222

1168.7522

1179.0721

(-'VPGVSLPR(-)

(-VATVSLPR(-)

(-)VVTVSLPR(-)

(A TAELPVANK(-), (JATELPVANK(-)

(-SGGPNGATLPQK(-), (-\GSGPNGATLPQK(-), (-)SNPGGGATLPQK(-),
(INSPGGGATLPQK(-), (-)SNPNGATLPQK(-), (-)NSPNGATLPQK(-),
(-YGGSPGGGATLPQK(-)

(-'SGGPGGGATLPQK(-), (}GSGPGGGATLPQK(-)

(TALTDNFVTLC(-), (-JATLTDNFVTLC(-), (-}TALTDNFVTCL(-),
(YATLTDNFVTCL(-), (JATLTDNFVTDT(-), (YTALTDNFVIDT(-),
(QATLTDNFVTTD(-), (-)TALTDNFVTTD{-), (-JATLTDNFVTSE(-),

(- TALTDNFVTSE(-), (-)ATLTDNFVTES(-), (-)TALTDNFVTES(-)

() TNVKGLNSSAVQ(-), ()NTVKGLNSSAVQ(-), (--)TNVKLGNSSAVQ(-)
(-NTVKLGNSSAVQ(-), (-)TNTSSNLGKPAQ(-), (-)TNTSSNGLKPAQ(-)
(ONTTSSNLGKPAQ(-)

(-)QLLVETSGRLL(-), (-)LQLVETSGRLL(-), (-)LLQVETSGRLL(-)
(-)LTDSMSGLSGAGR(-), (-)LTDSMSGLGSAGR(-), (-)LTDSMSGLSGQR(-)
(-YGSANAVDLSVSETT(-), (-)SGANAVDLSVSETT(-), (-)SGANAVDLSVSESD(-)
(-YGSANAVDLSVSESD(-), (-YQSNAVDLSVSESD{(-), (-/SQNAVDLSVSESDX(-)
(-JAHVSFLGCGVFSGR(-), (-JESVPELGCGVFSGR(-), (-)SEVPELGCGVFSGR(-)
(-JAHVSFLGCRFSGR(-), (- TDVPELGCGVFSGR(-), (-)PVESELGCGVFSGR(-)
(-YAHSVFLGCGVFSGR(-)

(-)FYRTLAGLDWTK(-), (-)YFRTLAGLDWTK(-), (-)RFYTLAGLDWTK(-)

(- RYFTLAGLDWTK(-), (-FRYTLAGLDWTK(-), (-)YRFTLAGLDWTK(-)
(QYRLGMTAGFAGPK(-)

(NPLTNDLMDFLLK(-), (-)NPLTNDLDMFLLK(-), (-)NPLTNDLETYLLK(-)
(-NPLTNDLEYTLLK(-), ()NPLTNLDETYLLK(-), (-}NPLTNLDEYTLLK(-)
(-INPLTNDMDLFLLK(-), ()NPLTNDDMLFLLK(-)

(-)LPGTTVVTTELFTR()

(-)YLQTSGVLTAGFASGT(-), (-)LYQTSGVLTAGFASGT(-),
(-)YLQTSGVLTAGFASSA(-), ()LYQTSGVLTAGFASSA(-),
(LYQTSGVLTAGFASTG(-), (-) YLQTSGVLTAGFASAS(-),
(LYQTSGVLTAGFASAS(-), (-)YLQTSGVLTAGFAASS(-),
(-LYQTSGVLTAGFAASS(-), (-)YLQTSGVLTAGFAGST(-),
(-)LYQTSGVLTAGFAGST(-), (-)YLQTSGVLTAGFATSG(-),
(-)LYQTSGVLTAGFATSG(-), (-)YLQTSGVLTAGFAGTS(-),
(LYQTSGVLTAGFATGS(-), (-)QTFLASTLTAGFANM(-),
(-)TQFLASTLTAGFANM(-), (-)QTFLASTLTAGFAMN(.),
(-)TQFLASTLTAGFAMN(-)

(- HFGDTNNNDDALTANR(-)

(-)SATTFAASFYP(-), (-JASTTFAASFYP(-), (-)ASTTFAASFME(-),
(-)SATTFAASFME(-), (:)TGTTFAASFYP(.), (-)GTTTFAASFYP(-),

(Y TGTTFAASFME(-), ((JGTTTFAASFME(-), (-}SATTAFASFYP(.),
(JASTTAFASFYP(-), (-(\TGTTAFASFYP(-), (-\GTTTAFASFYP(-),
(-)ASTTAFASFME(-), (-)SATTAFASFME(-), (-\TGTTAFASFME(-),
(-YGTTTAFASFME(-)

(-)SLNNSAFAEGR(-), ()LSNNSAFAEGR(-), (-)SLNNTGFAEGR(-),
(-SLNNSAFAERG(-), (LSNNSAFAERG(-), (-'SLNNSAFAENV(-),
(-YQSVNSAFAEGR(-), (-)SLNNTGFAERG(-)

(YKMTAELTEEN(-), (-Y\MKTAELTEEN(-), (-}GLNFELTEEN(-), (-)LGNFELTEEN(-)
(-'NFVAELTEEN(-), (-/FNVAELTEEN(-), (-)NFVAELTSNGN(-), (-)FNVAELTSNGN(-)
(INFVAELTSGGGN(-), (-JFNVAELTSGGGN(-), (-}GLYLTSVAEGR(-)
(-)NLTYDMAEGR(-), (ILFKYEGAEGR(-), (-JFLK YEGAEGR(-), (-)LFYKEGAEGR(-)
(-)YLQFEGAEGR(-), (-)LYQFEGAEGR(-), (-)LFYQWAEGR(-), (-)YLKFEGAEGR(-)
(-)LYKFEGAEGR(-), (- \LFKYWAEGR(-), (FLKYWAEGR(-), (-)NLTYFVAEGR(-)
(-)LNTYFVAEGR(-), (-)LKYFEGAEGR(-), ()LYVGTFGAEGR(-), (-)QSLYFVAEGR(-)
(-YGFRLGENYLT(-), (-)LVYGTFGAEGR(-)

(-)YLTAATALGNGK(-), (-)YLATATALGNGK(-), (-)YLPGGSTKGDGK(-)
(-)YLVSGTAGLNGK(-)
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Table 2D De Novo sequencing of peptide precursor of SGF90 protein using Peptide

Sequencing program from Masslynx software

Precursor

Precursor

Observed

mass ion charge MW De Novo Sequence

427.47 2 8529244  (-)GLNPVQVK(-), (-)YGLYFQVK(-), (-)GLYQFVK(-), (-)GLAFYGVK(-),
(-YGLAYFGVK(-), (-)GLAFGYVK(-), (-YGLAGFYVK(-), (-)GLAYGFVK(-)

428.22 2 854.4244  (-)ALSPQVLK(-), (-)LASPQVLK(-), (-)SLAPQVLK(-), (-)LSAPQVLK(-)

45473 2 907.4444  (-)FSLSSDPR(-)

457.78 2 913.5444  (-)FSYQELK(-), (-)SFYQELK(-), (-)PKGGGEELK(-), (-)LVDPTELK(-)
(-)LVGQQELK(-), (-)GLLLEELK(-), (-)LGLLEELK(-), (-)VLDPTELK(-)
(-)LVGAGQELK(-), (-)YFKSELK(-), (-)LEKYPHK(-), (-)VLGQQELK(-)

463.24 2 924.4644  (-)LGNYHPPK(-), (-)LGNHYPPK(-), (-)GLNYHPPK(-), (-)GLNHYPPK(-)
(-)LGHYNPPK(-), (-)LGHNYPPK(-), (-YGLHNYPPK(-), (-)GLHYNPPK(-)
(-)LGYNHPPK(-), (-)LGYHNPPK(-), (-YGLYNHPPK(-), (-)JGLYHNPPK(-)

478.55 2 955.0844  (-)YPGTDFEK(-), (-)FDRFDEK(-), (-)DFRFDEK(-), (-)FDRDFEK(-),
(-)DFRDFEK(-)

485.90 2 969.8744  (-)LTDTDSYR(-), (-)LTCLDSYR(-), (-)LTTDDSYR(-)

488.20 2 9743844  (-)SLAPAEPYK(-), (-)YEPPNDLK(-), (-)PVGYQGNLK(-), (-)PVGYQGLNK(-)
(-)SLADKEANK(-), (-)LSAPAEPYK(-)

499.26 2 996.5044  (-)ELYSSVGSR(-), (-)LEYSSVGSR(-), (-)KGYGSSVGSR(-)

501.60 2 1001.1844  (-)ASPAGLFPSR(-), (-)SAPAGLFPSR(-),(-) TGPAGLFPSR(-),(-YGTPAGLFPSR(-)
(-)VGAVGSQAWK(-), (-)ASPAGLFPDK(-), (-)SAPAGLFPDK(-),
(-)TGPAGLFPDK(-), (-YGTPAGLFPDK(-), (-)VGVAGSQAWK(-),
(-)VGVAGLFPDK(-), (-)ASPQLFPSR(-), (-)SAPQLFPSR(-),
(-)GVVAGSQAWK(-),(-)YGVVAGLFPDK(-), (-)TGPQLFPSR(-),(-}GTPQLFPSR(-)

504.27 2 1006.5244  (-)GKANEFWR(-), (-)LSMPAFWR(-), (-)SLGELFWR(-), (-)GKAENFWR(-
(-)SLGLEFWR(-), (-)GKNSLFWR(-), (-)LSGLEFWR(-), (-)LSGELFWR(-)
(-YGKNLSFWR(-)

513.25 2 10244844  (-)KGYPEVFVS(-), (-)GKYPEVFVS(-)

513.30 2 1024.5844  (-)LGGLGTVPVGR(-)

515.60 2 1029.1843  (-)YPVYFLTK(-)

546.54 2 1091.0643  (-)NFSALPYLAP(-), (-)FNTGLPYLAP(-), (-INFTGLPYLAP(-), (-)WLYPLGESK(-),
(-)WLYPLWSK(-), (-)DALYPLEGSK(-), (-)WLYPLEGSK(-), (-)NFTGLPYALP(-),
(-)DALYPLWSK(-), (-)DALYPLTDGK(-)

576.66 2 1151.3043  (-)PLGPLAASSDPK(-), (-)LPGPLAASSDPK(-)

596.81 2 1191.6044  (-)HLFYVSSALR(-), (-)HLFYVSTGLR(-), (-)HLFYVSGTLR(-)

596.84 2 1191.6644  (-)VLDKCPRSFK(-), (-)VLDKCPRFSK(-)

613.95 2 1225.8844  ()LTYAYVLLDR(-), (-)TLYAYVLLDR(-), (-)LTHEHYRDR(-), (-)TLHEHYRDR(-)
(-)LTHHEYRDR(-), (-)LTEHHYRDR(-), (-)TLEHHYRDR(-), (-)LTHYCYRDR(-)
(-)TLHYCYRDR(-), (-)LTHCYYRDR(-), (-)LTYCHYRDR(-), (-)LTCHYYRDR(-)
(-)TLCHYYRDR(-), (-)TLGYYLLLDR(-)

651.09 2 1300.1644  (-)AAEALYQLPTPK(-), (-()AAEALGFLSPTPK(-), (-()AAEALGYALPTPK(-),
(-)AAAELYQLPTPK(-), (-()AAAELGYALPTPK(-)

682.88 2 1363.7444  (-)SASVFVAGTVLEGK(-), (-)ASSVFVAGTVLEGK(-), (-)SASVFVASAVLEGK(-),
(-)ASSVFVASAVLEGK(-), (-()TGSVFVAGTVLEGK(-), (-)GTSVFVAGTVLEGK(-),
(-)GSVFVASAVLEGK(-), (-)'GTSVFVASAVLEGK(-)

687.38 2 13727444  (-)LDPGAFHVLYNK(-), (-)LDPGAFHVLYGGK(-), (-()DLPGAFHVLYNK(-),
(-)LDPGFAHVLYNK(-), (-)DLPGAFHVLYGGK(-), () EVPGAFHVLYNK(-)

687.85 2 1373.6843  (-)ATSGNLLPLMTEK(-), (-)TASGNLLPLMTEK(-), (-)LGNSTALPLMTEK(-)

706.40 2 1410.7844  (-)LLPSSDVLLGGGQR(-), (-)LLPSSDVLLGGGAGR(-)

723.37 2 1444.7244  (-)YGFAWALYETPQ(-), (-(YGYFAWALYETPQ(-), (-)YGFAWALLDDFQ(-),
(-YGYFAWALLDDFQ(-), (-)YGFAWALFVEDQ(-), (-)GYFAWALFVEDQ(-),
(-)YGFAWAGGEVLFE(-), () YGFAWALFLTEQ(-), (()YGFAVSALLDDFQ(-)

736.33 2 1470.6444  (-)QPYNVDNTDSYR(-), (-)QPYKLSNTDSYR(-), (-()QPYKSLNTDSYR(-),
(-YQPYKVTNTDSYR(-), (-)RSYYANDYTYR(-), (-)SRYYANDYTYR(-),
(-)RSYYFNTDSYR(-)

769.91 2 1537.8043  (-)VSSPGPLGPLAASSSVL(-), (-)SVSPGPLGPLAASSSVL(-)

779.42 2 1556.8243  (-)FVAVFKSYKPMLK(-), (-)VFAVFKS YKPMLK(-), (-)FVAVFKSYKMLPK(-),
(-)LGFVFKSYKPMLK(-), (-)YGLFVFKSYKPMLK(-), (-)LGFVFSKYKMLPK(-),
(-)LGFVFKSYKMLPK(-), (-YGLFVFKSYKMLPK(-), (-)FGLVFKSYKPMLK(-),
(-)GFLVFKSYKPMLK(-)

786.70 2 1571.3844  (-)LLNEMRFALQKLP(-), (-()LLNEMRFLAQKLP(-), (-)NLEQHHKFYFLP(-),
(-)LLENMRFALQKLP(-)

814.70 2 16273844  (-)ASYPQGFVFGTGGVNK(-), (-()SAYPQGFVFGTGGVNK(-),

C)TGYPQGFVFGTGGVNK(-), (-)GTYPQGFVFGTGGVNK(-),
(-)ASYPQGFVFGASGVNK(-), (-)SAYPQGFVFGASGVNK(-)
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Figure 1D ESI-Q-TOF mass spectrum of tryptic fragments of protein SGF90
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Figure 2D ESI-Q-TOF mass spectrum of tryptic fragments of protein SGF60
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Pokit 071206 BL
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Figure 3D The product ion spectrum of peptide precursor m/z 427.47 from SGF90
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Figure4D The product ion spectrum of peptide precursor m/z 428.22 from SGF90
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Figure 5D The product ion spectrum of peptide precursor m/z 454.73 from SGF90
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Figure 6D The product ion spectrum of peptide precursor m/z 457.78 from SGF90
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Figure 7D The product ion spectrum of peptide precursor m/z 463.24 from SGF90
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Figure 8D The product ion spectrum of peptide precursor m/z 478.55 from SGF90
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Figure 9D The product ion spectrum of peptide precursor m/z 485.90 from SGF90
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Figure 10D The product ion spectrum of peptide precursor m/z 488.20 from SGF90
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Figure 11D The product ion spectrum of peptide precursor m/z 499.26 from SGF90
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Figure 12D The product ion spectrum of peptide precursor m/z 501.60 from SGF90
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Figure 13D The product ion spectrum of peptide precursor m/z 504.27 from SGF90
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Figure 14D The product ion spectrum of peptide precursor m/z 513.25 from SGF90
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Polldt 071206 Bl
Polit_071306_01 MaxEnt 3 49 [Ev-31713,1t50, En1] (0.050,200.00,0.200,1400.00,2,Crp) 3: TOF MSMS 515.60E5+
v v Y - F L T K—inth
—K T L F } w P Y { ymMax
1001 i 1030.59
i
i
1
i
i 819.45
1 i 867.54
%] 51061 \ 4 951.51
136.08 \5.17 770.50 1032.68
a1 . 10.95 -
F244.17 505. 240 ?32‘ . 1080.56
425110 39945 579.36  g54.38
[ 303.23, 7 45723 904.
0_ i it sl LN g N i i - il "/z
100 200 300 400 500 600 700 800 900 1000

Figure 15D The product ion spectrum of peptide precursor m/z 515.60 from SGF90
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Figure 16D The product ion spectrum of peptide precursor m/z 513.30 from SGF90
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Figure 17D The product ion spectrum of peptide precursor m/z 546.54 from SGF90
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Figure 18D The product ion spectrum of peptide precursor m/z 576.66 from SGF90
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Poldt_071306_01 MaxEnt 3 56 [Ev-39110,1t50, En1] (0.050,200.00,0.200, 1400.00, 2,Crrp) 3: TOF MSMS 596.84E5+
v } DK c P R 3 FK — bMax
—K F KR P C K D L v— yMax
100+ 1332.65
185.17
a2
%} 596.65(M+2H) 2+

Figure 19D The product ion spectrum of peptide precursor m/z 596.84 from SGF90
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Figure 20D The product ion spectrum of peptide precursor m/z 596.81 from SGF90
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Figure 21D The product ion spectrum of peptide precursor m/z 613.95 from SGF90
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Figure 22D The product ion spectrum of peptide precursor m/z 651.09from SGF90
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Figure 23D The product ion spectrum of peptide precursor m/z 682.88 from SGF90
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Figure 24D The product ion spectrum of peptide precursor m/z 687.38 from SGF90
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Figure 25D The product ion spectrum of peptide precursor m/z 687.85 from SGF90
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Figure 26D The product ion spectrum of peptide precursor m/z 706.40 from SGF90
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Figure 27D The product ion spectrum of peptide precursor m/z 723.37 from SGF90
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Figure 28D The product ion spectrum of peptide precursor m/z 736.33 from SGF90
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Figure 29D The product ion spectrum of peptide precursor m/z 769.91 from SGF90
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Figure 30D The product ion spectrum of peptide precursor m/z 779.42 from SGF90
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Figure 31D The product ion spectrum of peptide precursor m/z 786.70 from SGF90
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Figure 32D The product ion spectrum of peptide precursor m/z 8§14.73 from SGF90
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Figure 33D The product ion spectrum of peptide precursor m/z 412.77 from SGF60
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Figure 34D The product ion spectrum of peptide precursor m/z 421.77 from SGF60
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Figure 35D The product ion spectrum of peptide precursor m/z 435.77 from SGF60
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Figure 36D The product ion spectrum of peptide precursor m/z 471.58 from SGF60
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Figure 37D The product ion spectrum of peptide precursor m/z 563.79 from SGF60
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Figure 38D The product ion spectrum of peptide precursor m/z 563.81 from SGF60
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Figure 39D The product ion spectrum of peptide precursor m/z 599.30 from SGF60
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Figure 40D The product ion spectrum of peptide precursor m/z 609.31 from SGF60
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Figure 41D The product ion spectrum of peptide precursor m/z 64.72 from SGF60
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Figure 42D The product ion spectrum of peptide precursor m/z 626.30 from SGF60
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Figure 43D The product ion spectrum of peptide precursor m/z 718.70 from SGF60
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Figure 44D The product ion spectrum of peptide precursor m/z 735.68 from SGF60
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Figure 45D The product ion spectrum of peptide precursor m/z 749.06 from SGF60
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Figure 46D The product ion spectrum of peptide precursor m/z 767.42 from SGF60
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Figure 47D The product ion spectrum of peptide precursor m/z 767.73 from SGF60
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Figure 48D The product ion spectrum of peptide precursor m/z 786.72 from SGF60
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Figure 49D The product ion spectrum of peptide precursor m/z 887.88 from SGF60
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Figure S0D The product ion spectrum of peptide precursor m/z 1163.02 from SGF60
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Figure 51D The product ion spectrum of peptide precursor m/z 1165.53a from SGF60
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Figure 52D The product ion spectrum of peptide precursor m/z 1165.53b from SGF60
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Figure 53D The product ion spectrum of peptide precursor m/z 1169.76 from SGF60
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Figure 54D The product ion spectrum of peptide precursor m/z 1180.08 from SGF60
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Appendix E

Table 1E The letter code of twenty amino acids

amino acid three letter code single letter code

glycine Gly G
alanine Ala A
valine Val \%
leucine Leu L
isoleucine Ile I

methionine Met M
phenylalanine Phe F
tryptophan Trp \'Y
proline Pro P
serine Ser S

threonine Thr T
cysteine Cys C
tyrosine Tyr Y
asparagine Asn N
glutamine Gin Q
aspartic acid Asp D
glutamic acid Glu E
lysine Lys K
arginine Arg R
histidine His H




116

VITA

Miss. Apaporn Boonmee was born on October 29, 1981 in Chantaburi. She
obtained a Bachelor of Science in chemistry, Faculty of Science, Kasetsart University
in 2003. She continued the Master’s degree of Science in chemistry, Chulalongkorn

University



	References
	Appendix
	Vita

