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Legume proteins present a lot of nutrition value for human consumption.
Some of them are bioactive proteins which can be application to many works. Protein
from Sesbnia grandiflora (L.) Desv., leguminous tree, has a few records in databases.
Therefore, this research interested to study composition and biological activities
of proteins from Sesbnia grandiflora flowers. Crude Proteins from Sesbnia
grandiflora flowers were extracted and fractionation precipitated with ammonium
sulfate. By using ion exchange and gel filtration chromatography, SGF60 and SGF90
were separated. Both purified proteins show a-glucosidase inhibitory activity and
hemagglutinating activity with rabbit erythrocyte. Approximate molecular weight
of SGF60 and SGF90 protein from gel electrophoresis are 40 and 63 kDa,
respectively. When analyzed amino acid sequence of these proteins by using
ESI-Q/TOF, the result shown that this SGF60 has partial of amino acid sequence
similar to p27SJ, a novel protein inhibited HIV-1, from Hypericum perforatum.
For SGF90, the amino acid sequences of this protein matched with beta-glucosidase
(At5g36890) and beta-glucosidase F8K4.3 protein from Arabidopsis thaliana.
Moreover, 2-D gel electrophoresis was used to separate crude protein precipitating
with TCA/acetone solution. From this technique, there are at less six proteins

in Sesbnia grandiflora flowers.
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SDS-PAGE Sodium dodecyl sulfate polyacrylamide gel electrophoresis
TEMED N,N,N',N'-tetramethylethylenediamine

TOF Time of flight

TCA Trichloro acetic acid

Tris Tris(hydroxymethy)-aminoethane

TFA Trifluoro acetic acid
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A" Volt

viv volume by volume

ZMB Zero moisture basis
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