









































































































































Table A.6 Pairs of primers used to amplify mtDNA regions of 7. pagdeni

Primer Sequence (}‘(,;,) Main genes Expected size (bp) Reference
COI-2191 5'-CCC GGT AAA ATT AAA ATA TAA ACT TC-3' 50 COl 500 Hall&Smith,1991
COI-1718 5'-GGA GGA TTT GGA AAT TGA TTA GTT CC-3' | 55.2
LR13943F 5-CAC CTG TTT ATC AAA AAC AT-3' 48.2 16S rRNA 550 Costa et al., 2003
LR13392R | 5-CGT CGA TTT GAA CTC AAA TC-3' 51
MtD19 5'-GAA ATT TGT GGA GCA AAT CAT AG-3' 51.9 ATPase(6, 8), 1700 Simon et al., 1994
MtD22 5'-TCA ACA AAG TGT CAG TAT CA-3' 50.1 e
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Table A.10 Sequences of primers, expected size amplifiled using each primer pair based on genome walking technique

mtDNA | restrietion Primer Sequence Tm | Expected size

gene enzyme (&0)) (bp)

cytb Dral cytb-1R 5'-GTA GAG GAT TTG AAG AAC CGG-3' 54.2 350
AP1 5'-GTA ATA CGA CTC ACT ATA GGG C-3' 53

cytb Sspl cytb-2R 5'-AGC TCC TCA AAA TGA TAT TTG TCC TCA TGG-3' 892 200
AP1 5'-GTA ATA CGA CTC ACT ATA GGG C-3' 53

16S rRNA Alul LR-1F 5'-TTA CCT TAG GGA TAA CAG CG-3' 52.6 200
AP1 5'-GTA ATA CGA CTC ACT ATA GGG C-3' 53

16S rRNA Rsal LR-2F 5'“ATG TTT TTG ATA AAC AGG TG-3' 48 250
AP1 5'-GTA ATA CGA CTC ACT ATA GGG C-3' 33
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Table A.11 Sequences, melting temperature of primers and size of the expected amplification products of mtDNA segments

in 7. pagdeni.

mtDNA region Primer Sequence Tm (°c) | Expected
size (bp)
ATPase(6,8) ATPS6-F 5'-AAG ATA TAT GGA AAT AAG CT-3' 44.7 500
tRNA-ASP-R | 5'-ATA AAA TAA CGT CAA AAT GTC A-3' 47.6
COl COI-F 5'- ATA ATT ATT GTT GCT GAT GTA-3' 46.2 500
COI-R 5'-CTA TTC ATA TAA CTG GAA TTT C-3' 45.6
cytb cyt b-F 5-TTC ACT ATA TTA TAA AAG ATG TAA GTT C-3' 48.3 500
cyt b-R 5'-GGC AAA AAG AAA ATA TCA TTC AGG-3' 2.0
16S rRNA LR13107-F 5'-TGG CTG CAG TAT AAC TGA CTG TAC AAA GG-3' 60.5 600
LR12647-R | 5'-GAA ACC AAT CTG ACT TAC GTC GAT TTG A-3' 57.7
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Table A.13 (continued)

mtDNA region Primer Sequences Tm Expected size
(°C) (bp)

ND6, ND35, ND4 ND4-2W 5“TCTATTCCATTGGATTGATC-3' 48.4 3380
UN-2W S-CATCGGTTTTGTAAATTGAT-3' 48.0

COIll, ND3, 128, 16S rRNA tRNA-Leu-3W | 5'-“GCACTGATCTGCCAAAATAA-3' 52.4 328§
COIlII-4W 5'-GTATGGCCTCCAAAAATAGT-3' 51.4

128, 16S rRNA, ND1 SR-2W 5'-AGATACCCTATTATTCTAGG-3' 46.1 2532
ND1-2W S“GATTCTCCTTCTACTAGATC-3' 47.5

NDS5, ND4 ND4-2W S"TCTATTCCATTGGATTGATC-3' | 48.4 2450
NDS5-3W 5’-TACGAATCTTATAATATCCG-3’ 45.0

NDS5, ND4 ND4-3W 5“TAAGGGTATATGGAAGATTC-3' 47.2 1739
NDS-3W 5"TACGAATCTTATAATATCCG-3' 45.0

NDS, ND4 ND4-3W 5"TAAGGGTATATGGAAGATTC-3' 47.2 1100
NDS5-4W 5-TGCTATTGGTAGTCATACAA-3' 494
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