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(continued)
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(continued)
tRNA-ASpP

>tRNA-Asp Am
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>tRNA-Asp Mb
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Figure 5.8 Alignment of the mitochondrial tRNA genes from 7. pagdeni, mitochondrial tRNA genes were identified and aligned

according to the criteria described in the text, using the reported complete mtDNA sequences for honey bees (4. mellifera; Crozier

and Crozier, 1993 and Bombus ignites;Young Cha et al., 2007) and stingless bees (Melipona bicolor; Silvestre et al., 2008). Dots

indicate identity to the 4. mellifera mtDNA sequences and the bases are revealed only where different from A. mellifera. The

optimal alignments are shown with internal gaps in these regions. Anticodon positions in tRNA genes were marked. in bold.
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