51

)
BMI - thin(<20)
- normal(20-25)
- overweight(25-30)
- obesity(>30)
Smoking - non
- smoking
Disease - DM
- HT
- thyroid
- Healthy
Drug - no drug
- diuretic
- thyroid drug

- calcium

genotype genotype BB

genotype bb

genotype BB

BMI genotype Bb

BB

68.2

69.3

overweight

overweight

.2544

98

Bb

72.1

genotype Bb

BMI

.2544

bb

69.3

33

65

29

43

75

721

BMI
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obesity BMI 30 genotype bb BMI 33

overweight 31 obesity 9 BMI 3 genotype
genotype BB genotype Bb 1
genotype bb 65 15
35 genotype genotype BB 1
genotype Bb 5 genotype bb 29 genotype bb 2
genotype Bb 1 genotype bb 6
1 genotype bb antithyroid
drug 4 calcium 2 genotype Bb
5.2
genotype
GENOTYPE
Frequency Percent Valid Percent ~ Cumulative Percent
Valid bb 80 81.6 81.6 81.6
Bb 5 153 153 96.9
BB 3 31 31 100.0
Total 98 100.0 100.0
98 genotype bb

81.6% Bb 15.3% BB 3.1%



Percent

51

100

s0

60

40

18

G-NOYR:

genotype 3t ’._'\( S/
GENOTYPE
L |
L |
o
Bb BB
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53

genotype
Std. Error
GENOTYPE ~ Mean N Std. Deviation  ofMean ~ Minimum ~ Maximum
bb -1.0450 80 16243 1816 -3.60 490
Bb -1.4200 15 11130 2874 -2.90 2
BB -, 1667 3 14434 3333 -1.60 2
Total -1.0939 9% 1.5467 1562 -3.60 490
genotype World Health Organization (WHO)
osteoporosis BMD 2.5 standard deviation
young normal mean ( T-score ( -2.5) osteopenia
BMD -1 -2.5 BMD -1
genotype bb -1.045 genotype bb
genotype Bb
-1 42 genotype BB

-0.766 -0.1
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5.4

genotype
Std. Error
GENOTYPE ~ Mean N Std. Deviation ~ ofMean  Minimum ~ Maximum
bb -11163 80 8822 9.864E-02 -3.40 120
Bb -1.0133 5 8585 2217 -2.10 20
BB -1.1333 3 2887 1667 130 -80
Total -1.1010 98 8622 8.710E-02 -3.40 120
genotype World Health Organization (WHO)
osteoporosis BMD 2.5 standard
deviation young normal mean ( T-score ( -2.5) osteopenia
BMD -1 -2.5 BMD -1
genotype -1.1163 genotype
bb genotype Bb
-1.0133 genotype BB

-1.133



; wotirftnnu Lyi-jtiryj /
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Genotype 1 . 1

HO UE=U2%= 3= 4= 5="6

H: 2 2 Ha

55

genotype

Spearman’s rho

AGE GENOTYPH SMOKING  DISEASE DRUG BMIC  CAECIUMC

0: Coi2ta N Qi Cd2da N Q: Cd2ta N on Cd2tai N on Cc2ta N onCd2-ta N Q1 Co2ta N
AC 000j . 98 .114 264 93-086397 98 .203045 98 .002 982 98 015881 98 02827 B
CE 114264 981000  98-140 169 98 .048.642 98-.149 142 9B 107 2% 98 098339 9B
SM-0861397 98-140 169 98 .000  98-.268%008; 98 -.076 457 9S-.163 109 98 091 372 98
DIS 2031045 98 .48 642 98-268'008 981000 98 121 235 95 (001 994 98 .039 703 98
DR-002 982 98-149 142 98-076457 98 121235 981.000  98-.183 064 98-061 %8 98
BV 015831 9 10729 98-163 109 9% (0L 9%4 98-.188 064 981000 98 .092 370 98
CA 022827 98 098339 98 091 372 98 039703 98-061 548 98 092370 981000 ¢

Correlation is significant a the .05 level (2-tailcd).

Correlation is significant a the .01 level (2-tailed).



5.5 BMI 1]

calcium genotype
genotype Genotype
Significant a (0.05) HO
, Genotype
2.
Genotype
0:0 = =
SMOOM 1A
5.6
genotype
BMDSPTC BM DIIPTC
bb Bb BB Total bb Bb BB Total
N NO 15 3 08 80 15 3 os
Mean 1.79 1.87 1.67 1.80 1.64 1.53 1.67 1.62
Sul. Deviation (il .74 58 75 .56 52 .58 55
Ski. Error 8.47E-02 19 33 7.53L-02 6.2212-02 13 33 5.53E-02
95% Conftdem Lower B 1.62 1.46 23 1.65 151 1.25 22 151
lar Mean Upper B 1.96 2.2, 3.10 1.95 1.76 1.82 3.10 1.73
Minimum 1 1 1 1 1 1 1 1

Maximum 3 3 2 3 3 2 7



BMDSPTC BMDHPTC
Between Groups Within Groups Total Between Groups Within Groups
Sum of Square 131 53.757 53.918 143 28.887
dar 2 95 97 95
Mean Square 6.543P-02 .566 7.156F.-02 .304
K 116 235
Sig. 891 791
(Anova) bmdsptc (
spine) bmdhptc ( )
a (0.05) 0
Genotype
(Risk ratio)
genotype
57
GENOTYPE
bb Bo BB Total
BVDSPTC  normrel 3 5 1
osteopenia 3 7 2
osteoporosis 16 3
Total 50) 15 3

BB858

Total
29.031

97

Significant

genotype

23



genotype bb

5

31

genotype BB

2

genotype B

Genotype
Bb,BB
Bb

16

10

Abnormal BMD

12
47

Odd Ratio = ad/bc = 396/282

= 1.40

(bb)

5.8

genotype

B

33

genotype Bb

Risk Ratio Odd Ratio

Normal BMD
6

33

14 genotype

47

gc otyPe

24



Count
b
BVDHPTC  normel 2
osteopenia 45
osteoporosis 3
Total &
genotype bb
45
7
genotype BB
2
(
genotype B
genotype Abnormal BMD
Bb.BB 10
bb 48
Odd Ratio = ad/bc = 320/384
= 0.83
genotype B

(bb)

25

CENOTYPE
B BB Total
7 1 40
8 2 55
3
15 3 B
32 48
3 genotype Bb
8 8
1
2
Risk Ratio Odd Ratio
)
Normal BMD
8
32
0.83 genotype B



	บทที่ 5 ผลการวิจัย

