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RAW 264.7 cell line
Giress’
MTT assay Streptomyces sp. D230704 Streptomyces sp. 0245704
Streptomyces Spp. 2

Streptomyces  Spp.

16S rDNA
Streptomyces sp. D230704 Streptomyces lanatus
9% Streptomyces sp. 0245704 Streptomyces yokosukanensis
100% Streptomyces  Spp.
2 Streptomyces Spp. 20
Streptomyces sp. D230704 ‘h NMR
(long carbon chain)
(essential oil)
Casearia sylvestris
(Esteves et al., 2005) (tea tree ail)
(Hart et al., 2000)
Streptomyces sp. 0245704
20
‘HNMR MALDI-TOF mess spectrometry
dihydroeponemycin
DMSO CZHIND 6 400.51

dihydroeponemycin proteasome  inhibitor protéasome



n

protéasome inhibitor protéasome
Ubiquitin protéasome
(Qureshi et ., 2005)
proteasome inhibitor proteasome inhibitor
MLN519 MLN519 NF-KB
(IL-13 IL6  TNF-a) (Williams et al., 2006)
dihydroeponemycin
dihydroeponemycin apoptosis

(Meng et al., 1999)

dihydroeponemycin
RAW 264.7 dihydroeponemycin IC50
79.40+4.5
IC50 >100
dihydroeponemycin
dihydroeponemycin
INOS
(Nussler and Billiar, 1993) INOS
dihydroeponemycin
proinflammatory cytokine dihydroeponemycin
IL-6 TNFa
dihydroeponemycin NF-kB
dihydroeponemycin IkBae

p65 LPS IFN-y dihydroeponemycin

MAPK SAPK/INK



al., 2010)
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