(acute gastroenteritis)
(1)
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(réassortant virus) 5 (Core antigen: VP6)
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G4 P[4], P[8]
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Genotype

Phylogenetic analysis

1

2. h

1 0.1% Phosphate Buffered Saline (PBS)

-70

2. Viral RNA sample Viral Nucleic
Acid Extraction RBC Bioscience



- VP7 VP4 One step Reverse

Transcription - Polymerase Chain Reaction (RT-PCR)

- VP7 VP4 direct DNA sequencing

- BLAST search (Basic Local Alignment Search Tool)

NCBI (National Center for Biotechnology Information) genotype

4, Positive complete genome

5. Primer 1 nucleotide sequences NCBI
(National Center for Biotechnology Information) primer

6. DNA

7 1

8. phylogenetic tree

9.

1 (prevalence)

2552-2554

2. (complete genome)
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