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8. 17 PUR289 Southern blot hybridization
PUR28Y
Pstl, PcoRl X6a PsL\-Xbal
L4 (DNA Probe)
. U (hybridized)
Streptomyces sp, 190-1
BaaH] — PUR289
Streptonyces sp.190-1
2
(autoradiograph) 1
PUR289
Streptonyces sp. 190-1
Streptonyces sp. 190-1 e cori HBI0!
pUCIB pUC19

L4
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Southern falot hybridization
Streptomyces sp.190-1
| PUR2S
enhanced chemiluminescence (ECL)
!

! autoradiograph

BanH |

Amersham, UK.

BamH|
(X-ray film)
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