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LIST OF ABBREVIATIONS

Eg microgram

El = microliter

(J.M = micromolar

bp = base pair

ADE = antibody dependent enhancement

CCHFV = Crimean-Congo hemorrhagic fever virus

cDNA = complementary DNA

DengueDB = Dengue Viral Database

DENV = dengue virus

DNA = deoxyribonucleic acid

EDTA = Ethylene Diamine Tetraacetic Acid

ELISA = Enzyme-linked immunosorbent assay

g = gram

HCV = Hepatitis c  virus

HIV = Human immunodeficiency virus

HSV = Herpes simplex virus

kbp = kilobase pair

lb = pound

M = molar



XVII

mg = milligram
ml = milliliter
niM = milli molar
PBLs = peripheral blood leukocytes
PBMCs = peripheral blood mononuclear cells
PFU = plaque forming unit
qRT-PCR quantitative reverse transcription polymerase 

chain reaction or real time RT-PCR
RF = replicative form
Rl = replicative intermediate
RNA = ribonucleic acid
rpm = revolutions per minute
RSV = Respiratory Syncytial Virus
RT-PCR = reverse transcription polymerase chain reaction
SLEV = St. Louis encephalitis virus
TBE = Tick-borne encephalitis
TDC = Tropmed Dengue Diagnostic Center
UTR = untranslated region
VBRC = Viral Bioinformatics Research Center
WHO = World Health Organization
WNV — West Nile virus
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