AUQQ/MIC

58, 62]
AU C 24hr (

(1, 5]
(endocarditis)
(meningitis)
pneumonia)

and soft-tissue infection)

[70]
[19]
1 [70]
[70]
43 sor
scr 50

Cockcroft-Gault [9, 10]

(peak concentration
1 [9, 10]

(trough concentration

30 [9, 10]

y ot 24

400 [5]
10- 20 [55,

A Haae

(bacteremia)

(osteomyelitis)
(hospital-acquired
( complicated skin

30-40
(SCr) 50

[10, 37]

0.5
0.5

Cpeel)

Cro§)
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dosing interval 3

10. Clnference

11 vd rdfeee

12 Adjusted vd

13. (normal weight)
ideal body weight (BW/IBW) 0.8-1.3 [32]
14. (underweight weight)
ideal body weight (BW/IBW) 0.8 [32] body mass
index (BMI) 185 kg 2
15. (obesity) ideal
body weight (BW/IBW) 1.3 [32]
16. S TR Uk 0.5
50 SCr
2 [59, 60]
18
MRSA [63] 2

Qpegr vV GHah



2
AUCH/MIC > 400 10-20
18
(Steady state) 2
Cpek ¥ Ctrdth
18
2555 2556
(Steady state) 2 C peek ctrOgh
1 18
2 Cockcroft-Gault 30
3 : cek Qadh
1
2.
[70]
6 [19] 30-40
[10, 37] (SCn)

50 1 [70]



Cockcroft-Gault 30
Cpesk Ctrauch

regression (model group)

Cpeck

frah

tinf

(validation group) 2 1
(stratified)
60-90 90
short infusion model
(Clvanco) (Vo)

k (hr-1) = * cPeak~ctroudh”
ttrough~tpeak

CL vanco™L/fir) D X

tinfx Ctrough

T (A _ CLvanco(L/hr)
vdIL) = Mhr-1)

30

elimination rate constant

(1_e-feXtin/\  -feex(ttrough-th/)
1 e(-kex)

30

30-60

(kg)

31

linear

)
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. d va) vd 1 (model

group)
(pearson’s correlation coefficient, r)

ClLvamo
Cockcroft-Gault (CLa-CG) MDRDg (CLa-MDRD4) 4

vd

Cockcroft-Gault equation

Clcr = ~ryscr—x (°-85if female) (@)
Abbreviated MDRD equation (MDRD4)

Cler { I/min/1.73 1) =
186 x (SCr)-1'154 x {age)~0203 x (0.742 if female) x (1.1210 if African -

American) ®
. (r>0.5,
p<0.05) linear regression

(coefficient of

determination R2)
Il.
1 (model group)
Cresk Ctrosh

Ducharme [32], Burton [45], Revised burton [45],

Birt [44] Ambrose [9, 23]

2 (validation group)
(prediction values)
crek ctiarh (reference
values) 1-3 bias precision
mean error (ME) root mean squared error (RM5E) [71]
ME RMSE P value 0.05

%Predictive error (%PE)
pharmacokinetics
%PE, ME RMVSE 6-9
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%prediction error = ‘(predict’t value))‘lx 100 (6)

predicted value)

ME = 1(predicted value — re/erence value) @)

RMSE=VMSE 4MSE = ~YJ)=i(.Vredited value — reference value)2 ®)

MAE = -MZf=i\(predicted value — reference value)] ©)
3 C pesk
A-trough
(vJ BV
Ambrose [9, 23] vd (L) =0.17a8e+0.22BW+15  CL (ml/min) = CLa (ml/min)
Burton [45] vd (L7k8) = 0.47 CL (ml/min/k8) = 0.0075xCLo(ml/min)+0.04
Revised burton [45]  Vd(I7kg) = 0.706 CL (L7hr) = 0.048xCLc (ml/min)
Birt [44] vd (Lkg) = 0.54 CL (ml/min) = 0.674xCLcl(ml/min)+13.45
Ducharme [32] vd (L7k8) = 0.69 CL (ml/min) = 0.711xCLa (ml/min)+18.9

2
( )
1 AUC/MIC > 400 MIC
MIC MRSA ' 1 15

(predicted trough concentra-
tion) 10-20
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_ vancomycin daily dose(mg)in 24 hr
24 vancomycin clearance (L/hr) (10)
AUC24 _  AUC 24 hr
| 11,
MIC bacteria] MIC
N . D) 1 .
Css.trougﬁung/L) = t.anClvancOX( P-e(-*,«) (12)
AUC:4 Area under the concentration time curve 24
MIC Minimal inhibitory concentration MRSA
( )
ClLvamo (L/hr)
(s.troush
tjnf
t
kg (Elimination rate constant)
X (Dosing interval)
Clotted blood 5 fluorescence polarization
immunoassay (FPIA) AXSym® 2
coefficient of variation 4.25, 2.61 3.49
7,35 75
1 (HN)
2. ( BUN

S
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SPSS version 20.0 (IBM Corp,
Armonk, NY)

(SCr (mg/du) CLa-CG (ml/min) Kolmogorov-
Smirnov (Continuous  data)
student t-test Mann-Whitney
test
- ClLva0, vd
% PE, nnean error (ME) root mean square error (RMSE) [70]
95% CIs
o, 23,

32, 44, 45] p<0.05
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