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uwmﬁnauﬁ‘u 10 A.N. 11%.0. 1000.8. 16 W.A. 1211.0. 3n.A. 11 n.A. 16 n.A. 24d.9.

(vadriodns) 46 46 46 46 46 46 46 46 46
Oscillatoria sp. 3,753 3,345 18,338 229,844 9,043 10,366 3,827 88,132 | 34,108
Anabaena spp. 977 0 28 91 0 148 0 0 49
Spilulina sp. 0 0 0 0 0 0 653 0 218
Cyclotella sp. 0 0 1 0 0 3 0 10 4
Thalassiosira spp. 10 128 58 101 1,277 359 720 199 426
Asterolampra sp. 6 | " &\ 0 0 0 0 0
Coscinodiscus spp. 4 13 \ “ 10 0 19 10
T ri;eratium revale 0 0 0 0 0 0
Ditylum sp. 1 ‘ 0 0 0
Hemiaulus spp. 190 0 0 )
Eucampia spp. 24 1 0 51 30
Leptocylindrus spp. 0 5,072 62 1,711
Guinardia spp. 206 5,414 156 567 327
Dactyliosolen sp. 29 0 101 3 79
Rhizosolenia spp. 483 1,197 174 605
Odontella spp. 4 wff | = = 153 692 403 416
Skeletonema costatum 4,153 102 *{r&:? 53 275 4713 | 42,083 0 14,185

=TT RN
Bacteriastrum spp. 2,337 | _JAnieEh 1275 440 54 590
Tabellaria sp. U&rﬁi ~ -?{ 24 0 11
Chaetoceros spp. 10,93 .:,* 3,100 1 30 ﬁl 6,188 | 152,735 | 21,630 63,518
Thalassionema spp. 2,369 ‘UJ 46 i33 67 319 ! 389 6 10 135
Coretron sp. ) 2 L] = ﬂ . s 0 0 0 0 0
Amphora sp. 1 ‘ : ; 2 0 0 7
Diploneis sp. m 0 1 5 & 0 3 20 0 0 7
e = e

Camoyrodiscus sp.‘a_%q»ﬂ" q ﬂ "' I g | qg ~ %_V g I L. e 0 0
Navicula spp. a N | 6! 2 W 1 01 Q6 oy, = 0 15
Meuniera membranacea : 1 25 96 44 128 92 60 14 55
Pleurosigma/Gyrosigma spp. 54 189 222 25 44 95 ) 9 36
Bacillaria sp. 1 13 75 0 0 12 0 0 4
Nitzschia spp. 19 983 911 6,997 411 302 16 0 106
Cylindrotheca sp. 0 0 0 0 0 9,304 0 0 3,101
Pseudonitzchia spp. 75 628 2 0 1,248 1,109 32,181 276 11,189
Palaria sp. 4 35 2 2 0 12 0 1 4
Entomoneis sp. 5 43 30 3 5 10 0 0 3
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uwaainouY 10amW. | 1dia. | lome. | 16w | 1200 | 304 | 106 | 1606 | 248

(yaddodng) 46 46 46 46 46 46 46 46 46
Surirella spp. 0 6 0 0 0 0 0 0 0
Planktonilla sol 0 0 0 0 0 0 44 0 15
Palmeria sp. 0 0 0 0 5 4 0 0 1
Prorocentrum mican 2 32 104 83 42 61 80 124 89
Prorocentrum sigmoides 2 6 4 123 10 23 7 129 53
Prorocentrum lima 0 1 10 2 0 52 48 5 35
Dinophysis caudata 2 15 135 76 70 241 129
Phalacroma sp. 1 2 8 7 6 )
Ceratium furca 37 6 46 11,012 463 3,840
Ceratium spp. 49 3 47 13 47 36
Protoperidinium spp. 63 N 77 2,807 535 1,140
Pyrophacus sp. 0 6 X 5 7 31 8 16
Gonyaulax sp. 0 h:'.= 7 0 0 3 1
Gyrodinium sp. 0 - UF AR\ 2 944 0 315
Epinodinting, 0 8 1g4h4e 9 0 3 4
Oxyphysis sp. 1 | ’-; 1‘5 0 0 0 0
Polykrikos sp. 0 0 ,l-ﬁ‘i_ﬁ-_—‘ 0 183 2 62
Noctiluca scintillans 0 0 % ‘ = 2,646 629 68 16 237
Unidentified Dinoflagellate] 1 = 0 0 3
Unidentified Dinoflagellate2 13 S0~ — 0 0 3
Dictyocha sp./Slicoflagellate 0 ﬂ 0 0 0 0
Lepocinclis sp./Euglenophyta 0 ™ y 0 0 0 0 0 16 0 5

Total 5,93 6, 9 6? f’ZSM 61,937 .| 42,416.] 255300 | 113,193 | 136,947
LA
s
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uwaaﬁmuﬁ‘u 16 a.9. 6 n.0. 13 n.o. 20 N.v. 27 n.Y. 2 9.0, 28 9.9, 18 .. 20 1.9,

(1wadnpans) 46 46 46 46 46 46 46 46 47
Oscillatoria sp. 15,072 5,728 10,400 | 338,792 | 168,908 | 7,791 32,093 | 136,896 | 22,823
Anabaena spp. 478 0 239 0 280 240 1,745 566 486
Spilulina sp. 0 0 0 0 0 0 0 0 0
Cyclotella sp. 1 0 0 0 0 2 16 5 0
Thalassiosira spp. 1,025 427 726 137 414 8,838 359 2,437 172
Asterolampra sp. 0 0 0 0 0 0 0 0 0
Coscinodiscus spp. 176 80 14
Triceratium revale 0 0 0
Ditylum sp. 0 0 0
Hemiaulus spp. 0 0 0
Eucampia spp. 134 145 65
Leptocylindrus spp. 301 96 15
Guinardia spp. 5,781 1,488 4,014
Dactyliosolen sp. 0 0 0
Rhizosolenia spp. 0 2 20
Odontella spp. 63 28 89
Skeletonema costatum 10 131,273 2,481
Bacteriastrum spp. 952 245 754
Tabellaria sp. 460 771 1,323
Chaetoceros spp. 1,058 3,363 2,986
Thalassionema spp. 1,039 288 1,008
Coretron sp. 0 0 0
Amphora sp. - 0 0 0
Diploneis sp. | B { O 0 0
Camoyrodiscus sp. 0 &! 0 0
Navicula spp. na 12N fll_a el o | o
Meuniera membranaceq 79 24!1 Dl%? 5 ol s 2?4 lﬁ‘ 305 il 137 79
Pleurosigma/Gyrosigma spp. 0 0 0 0 4 0 0 1 0
Bacillaria sp. 0 0 0 0 0 0 0 0 0
Nitzschia spp. 0 0 0 0 0 0 0 0 0
Cylindrotheca sp. 0. 0 0 0 0 79 0 20 0
Pseudonitzchia spp. 13 49 31 0 2 85 5,572 1,415 10,874
Palaria sp. 0 0 0 0 0 0 0 0 0
Entomoneis sp. 0 0 0 0 0 0 0 0 0
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llﬂﬁif{ﬂﬂuﬁﬁ 16 9.9, 6 N.9. 13 n.0. 20 n.g. 27 n.u. 2.9, 28 a.A. 18 n.g. 20 u.A.

(waddedns) 46 46 46 46 46 46 46 46 47
Surirella spp. 0 0 0 0 0 0 0 0 0
Planktonilla sol 4 0 2 0 0 5 0 1 0
Palmeria sp. 0 0 0 0 0 0 0 0 0
Prorocentrum mican 49 25 37 119 188 52 79 109 73
Prorocentrum sigmoides 1 42 21 16 36 8 2 16 13
Prorocentrum lima 0 0 0 1 0 0 0 3 0
Dinophysis caudata 190 30 203 807 17 327 51
Phalacroma sp. 10 5 5 2 17 0
Ceratium furca 530 2 ‘l L 6,582 3,541 34,442 81,469
Ceratium spp. 25 1 3 7 58 20
Protoperidinium spp. 1,126 ) 3 12 722 1,507 1,587
Pyr.ophacus sp. 2 i [ 0 0 0 0
Gonyaulax sp. 78 I:'q 15 0 9 0
Gyrodinium sp. 14 g k=3 ,‘ 0 3 0
Gymnodinium sp. s 0 . 3“‘: 7 5 6 9
Oxyphysis sp. 0 “o ;:. - 0 0 0 0
Polykrikos sp. 29 52 ‘,.-ﬁ;;f‘ 5_ T 0 5 2 0
Noctiluca scintillans 0 2 %; = : 0 105 124 57 23
Unidentified Dinoflagellate1 O‘ ! ;’v&:? "? \ 0 0 0
Unidentified Dinoflagellate2 oF - 0 0 0
Dictyocha sp./Slicoflagellate 0 -ﬁ ﬂo 27 126 35
Lepocinclis sp./Euglenophyta 0 y 0 0 0 0 0 0 0 0

Total 4,881 2; 6. 9 50,950 4,596 315,938 | 130,484

d
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uwaanaeuy 28liA. | 2wa. | sie | 120 | 2sile | owe. | sile. | 1200 | 25ia

(wadaedns) 47 47 47 47 47 47 47 47 47
Oscillatoria sp. 4,132 13,477 3,975 60,752 16,309 23,645 1,067 6,254 226,102
Anabaena spp. 2,293 1,390 481 496 0 0 0 0 0
Spilulina sp. 0 0 0 0 0 0 0 0 0
Cyclotella sp. 15 8 2 0 0 6 0 0 0
Thalassiosira spp. 294 233 61 100 212 516 0 111 305
Asterolampra sp. 1 1 0 0 0 0
Coscinodiscus spp. 85 50 4 30 0 83
Triceratium revale 0 0 2 3 4 5
Ditylum sp. 90 0 0 0 0
Hemiaulus spp. 208 20 0 0 0
Eucampia spp. 311 83 4 A\ 181 177 1,612 0
Leptocylindrus spp. 195 05 8 }\;Q?\Q‘l v 0 0 0
Guinardia spp. 3,757 86 4 . \:}\Tﬂ "R03 908 1,596 3,697
Dactyliosalensp. 745 o (I 4 X7\ W\ 226 377 1,178 182
Rhizosolenia spp. 595 30 092 4 ':, r i' 2,764 *26 133 388 3,455
Odontella spp. 108 b : v} 1262, ol 37 0 54 7
Ske-letonema costatum '-1) 0 0
Bacteriastrum spp. 18,667 903
Tabellaria sp. 0 0
Chaetoceros spp. 149,017 64,785
Thalassionema spp. 2,882 296
Coretron sp. 0 0
Amphora sp. A92a 0 0
Diploneis sp. I l) L 0 0
Camoyrodiscus sp. 0 g 3 B 5
e QANAUATRIIATI VMR- |

i v 1 (]

Meuniera membranaceaq 203 141 19 51 131 281 173 0 0
Pleurosigma/Gyrosigma spp. 2,969 1,485 1,848 300 441 1,926 125 223 80
Bacillaria sp. 535 268 101 0 0 0 0 0 0
Nitzschia spp. 1,230 615 50 0 1,028 1,457 415 0 0
Cylindrotheca sp. 0 0 0 0 0 0 280 0 0
Pseudonitzchia spp. 2,696 6,785 1,126 431 219 247 108 1,324 5,068
Palaria sp. 149 74 0 0 11 22 0 0 0
Entomoneis sp. 174 87 200 30 40 9 0 0 0
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unanmouNY 28l | 2wa. | osile | 2fe | 258 | owe. | sie. | 1280 | 2sde.

(wadaodns) 47 47 47 47 47 47 47 47 47
Surirella spp. 75 38 0 0 0 0 0 0 0
Planktonilla sol 0 0 0 0 0 0 0 0 0
Palmeria sp. 4 2 0 11 26 0 0 0 0
Prorocentrum mican 5 39 6 1 15 32 106 0 56
Prorocentrum sigmoides 16 15 4 45 26 5 0 0 0
Prorocentrum lima 0 0 0 0 0 0 0 0 0
Dinophysis caudata 16 34 57 63 55 117 134
Phalacroma sp. 0 0 0 0 0 0
Ceratium furca 157 5 293 194 143 0
Ceratium spp. 46 . 5‘1.“\ 9 0 0 0
Protoperidinium spp. 315 2 5 120 100 0
Pyrophacus sp. 0 / f'| = 0 0 0
Gonyaulax sp. 0 O 7 0 0 0
Gyrodinium sp. 27 3 [} F) A 0 0 0
Gymnodinium sp. 0 5 0 whi r 0 0 0 0
Oxyphysis sp. 0 % 0 L J:' 0 0 0 0
Polykrikos sp. 0 0 - G i ; 0 0 0 0 0
Noctiluca scintillans 0 11 %:j 484 140 692 432 25,909
Unidentified Dinoflagellatel 0. Tl 0 0 0 0
Unidentified Dinoflagellate2 0 55 =y S— 0 0 0
Dictyocha sp./Slicoflagellate 108 o - 0 0 0
Lepocinclis sp./ Euglenophyta 0 ‘ lu 0 0 0 5 H: 0 0 0

. Total 0,558 g,& 29,906 72,10 02,219 47,503 | 184,106 | 331,142

' ﬂmg ‘

PRIAANTUAMINYAE




MAKUIN ¥ ANUMUWHURAIYRIUATIT sNTZAVANNAN 0.5 1AE 2 AT (WaaRelanaans)

’3'1117; CoccitRod C-Shaped S-Shaped Spiral Filament | Total Heterotrophs
10 N.W.46 148E+05 | 3.96E+04 | 1.12E+04 | 2.57E+02 | 9.41E+03 2.09E+05
11 4.0.46 2.10E+05 | 9.38E+04 | 1.70E+04 | 1.18E+03 | 3.62E+04 3.58E+05
10 131.8.46 4.68E+05 | 1.22E+05 | 2.76E+04 | 0.00E+00 | 2.97E+04 6.47TE+05
16 W.0.46 5.09E+05 | 7.40E+04 | 1.55E+04 | 0.00E+00 | 2.52E+04 6.24E+05
1211.0.46 3.67E+05 | 3.01E+04 | 2.88E+03 | 0.00E+00 | 2.96E+04 4.59E+05
3 N.9.46 9.63E+05 | 7.04E+04 | 8.92E+03 | 0.00E+00 | 1.55E-+04 1.07E+06
11 1.0.46 9.03E+05 | 4.02E+04 J 00E+00 | 1.31E+04 9.73E+05
16 1.91.46 6.37E+05 | 5.18E+04 2.30E+04 7.18E+05
21.9.46 6.88E+05 | 2.10 98E+03 1.45E+04 7.40E+05
16 .91, 46 6.53E+05 1E404 | 72E+04 7.74E+05
6.0 46 7.82B+05 | 3467F 3 E+04 8.55E+05

130046 5.80E+05 + S0EH03 E+03 6.42E+05
20 1.6.46 7.27E+05 | 298+ T6F | %4}%04 7.87E+05
27 N.4.46 6.91E+05 8 LB+, :.;,oiéto ﬁh@q\go E+04 8.10E+05
2 91.91.46 5.15E+05 8 6. £ =, 0,00 9E+03 6.01E+05
28 91.91.46 3.96E+05 | 6.17E+ &ﬁxf 0.00E+00 | 1.79E+04 4.84E+05
18 W.8.46 421E+05 | 1.17 S{im.ﬁﬁx' +00 | 1.91E+04 4.93E+05
20 4..47 4.52E+05 | 1.61E+05 r;«ﬁjﬁ i ‘. +00 | 2.97E+04 6.59E+05
28 11..47 9.00E+05 ([%2.38E405 | 1.24E+06
2N.A. 47 4.88E+05 1.16 6.81E+05
53.8.47 5.42E+05 Pawm j 6.63E+05
1211.0.47 7.57E+05 Tﬂs 3.43E+04 5.95E+05 1.00E+06
25 0.0.47 ’Q9ﬁd'5 5.73E+05

- Iy

4.62ﬂ5q
] -r "
L
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MANUIN A aduFundoy

- gavgll | annfy 2ONFIIU anuilu | anudn A liss
- () (psu) azaw (mg/l) | nsAwua (m) Heeveui (m)
100W.46 | 2774 30.26 5.86 8.25 9.00 5.00
113l.90.46 29.50 32.40 5.77 8.35 11.50 Taifl
10846 |  31.05 28.82 3.89 8.13 11.30 450
16 W.9.46 31.26 31.47 470 8.35 9.40 5.50
121..46 30.59 26.97 8.52 9.20 2.25
3n..46 30.32 30. 5.81 10.00 4.00
11 1.0.46 30.31 P = 9.00 2.00
16 1..46 30.10 9.30 6.00
29.0.46 30.40 0 10.10 3.00
168.0.46 | 3050 < 4 g7 \I\ 8.1 9.00 3.00
9 1.8.46 29.50 a0 f s 650\ A4 ©9.40 2.25
130046 | 2940 sgb M. 55 ! 10.40 6.00
20 1.8.46 29.50 5.0 ok '8ls2 10.00 450
270646 | 2970 3000 EEESS gp2 8. 11.00 5.50
2 0.9.46 29.70 30,7044 14 60 1120 4.00
28 A.A.46 29.00 ~ “41.50 2.50
8 W.0.46 015 ] m3 : 10.60 5.50
by

20 1.n.47 27.69 32.05 1.1 8.22 11.50 6.50
28 11..47

2W.0.47

54.0.47

12 4.0.47

25 .9.47 0.14 192 0.77 0.00 8.00 1.50




manuan 3 dsuuase s (lulssluadedng)

’QW’mﬂﬂim UANAINYA Y

Sui wonTuidlon | Tulassl | lwesn | Weawla FanA
10 N.W.46 0.0182 0.0020 | 0.0026 | 0.0165 178
1131.9.46 0.0050 0.0010 | 0.0015 | 0.0100 23.06
10 131.8.46 0.0074 0.0016 | 0.0023 | 0.0211 6.78
16 W.0.46 0.0394 0.0036 | <0.0001 | 0.0212 22.04
121l.0.46 0.0166 0.0013 | 0.0010 | 0.0088 225
3 1.9.46 0.0060 0.0376 | 0.0040 | <0.0001 1.75
11 n.n.46 0.0383 | <0.0001 |\ 0.0168 107.50
16 1.91.46 0.0105 <0., 10079 /1 st 96.52 -
271.9.46 0.0345 | "0 ﬁmf o | 307
16 9.9.46 0.1015 L0075 mm 337
6 1.0.46 0.0668 5 oort A/ / ‘ﬁ\\\ 30.23
13 1.4.46 0.0598 ﬂ//hﬁ L [\ \ \\ 96.29
20 N.0.46 0.0329 I l i ), & 119.65
27 1.0.46 0.0188 67.44
20.90.46 0.0081 54.95
28 9.9.46 0.0408 33.46
18 W.0.46 0.0350 _ 32.22
20 W.n.47 0.0049 0001 = 0.0025 i) a8 43.06
28 11.n.47 0.0057y ¢
2W.n.47 <0. uy, <
511.0.47 <o.0001m
12 1.9.47 <0.0001 18.04
2511.0.47 | '"] 1
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uuafiselalaiidnufivudunuafitenngiudeya NCBI
CLUSTAL X (1.81) multiple sequence alignment

White-bacteria GCGTTTGCTGCAGCACTAAAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacterium GCGTTTGCTGCAGCACTARAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacillussp.BMlO_7 GCGTTTGCTGCAGCACTAAAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacillussp.ATCI02-4 GCGTTTGCTGCAGCACTAAAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacillussp.6160m-C1 GCGTTTGCTGCAGCACTAAAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacillussp.19496 GCGTTTGCTG TARAGGGCGGAAACCCTCTAACACTTAGCACTCA
Bacillusfirmus_isolate5695m-D2 - AAGGGCGGAAACCCTCTAACACTTAGCACTCA

f Fhkkkdkhhhkhhhhkhhhkhhhhhhkhhrhhkx
White-bacteria i GTATCTAATCCTGTTTGCTCCCCACG
Bacterium ATCTAATCCTGTTTGCTCCCCACG
Bacillussp.BM10_7 TCGTTTA TCTAATCCTGTTTGCTCCCCACG
Bacillussp.ATCI02-4 'CG : C \ICTAATCCTGTTTGCTCCCCACG
Bacillussp.6160m-C1 PTRAC GACTACC GTATCTAATCCTGTTTGCTCCCCACG
Bacillussp.19496 ] { ACCAGGGTATCTAATCCTGTTTGCTCCCCACG

Bacillusfirmus_isolate5695m-D2 [ 'TACGG 'ACCAGGGTATCTAATCCTGTTTGCTCCCCACG

Kk dkkkhhkhkdhkkhkhkxkhkhkhkhxxk

White-bacteria ~AGACCAAA AAAGAGTCGCCTTCGCCACTG
Bacterium ['C G , GAGTCGCCTTCGCCACTG
Bacillussp.BM10_7 [ “AGCGT GAGTCGCCTTCGCCACTG
Bacillussp.ATCI02-4 ITTgCCE! CAGBGTE CAAAGAGTCGCCTTCGCCACTG
Bacillussp.6160m-C1 CAG ) ! GAGTCGCCTTCGCCACTG
Bacillussp.19496 | T 2 GAGTCGCCTTCGCCACTG

Bacillusfirmus_isolate5695m-D2 ‘ sCGTCAC CAAAGAGTCGCCTTCGCCACTG

dhkhkhhkkdhhhkdhhkhkdhdhhhdhkkxkkx

White-bacteria
Bacterium
Bacillussp.BM10 7
Bacillussp.ATCI02-4
Bacillussp.6160m-C1l

Bacillussp.19496 G ACACGTGGAATTCCACT
Bacillusfirmus_isolate5695m-D saiede? ; 5 CACCECCTACACGTGGAATTCCACT

HeE Sk kkkkkkkkkkkokkokkokok
White-bacteria i] CTTCTCT - TCCCCAGT CAATGACCCTCCCCGGTTG
Bacterium CTTCTCTTCTGCACTCAAGTTCCCCAGTTTCCAATGACCCTCCCCGGTTG
Bacillussp.BM10 7 CTTCTCTTCTGCACTC TTCCCCAGTTTCCAATGACCCTCCCCGGTTG

Bacillussp.ATCI62—4 4y T T gSqTf CCCTCCCCGGTTG

Bacillussp.6160m-C1 TCCAATGACCCTCCCCGGTTG

Bacillussp.19496 GTIT TEC. ACCCTCCCCGGTTG
m-

Bacillusfirmus_isolateS CTTCTCTTCTGCACTCAAGTTCCCCAGTTTCCAATGACCCTCCCCGGTTG

********?****************************u*********

seceeriin 'Q R ﬂ NIt i St idias e B o.s i

Bacillussp.BM10_7 AGCCGGGGGCTTTCACATCAGACTTAAGGAACCGCCTGCGCGCGCTTTAC
Bacillussp.ATCIOZ AGCCGGGGGCTTTCACATCAGACTTAAGGAACCGCCTGCGCGCGCTTTAC
Bacillussp.6160m-C1 AGCCGGGGGCTTTCACATCAGACTTAAGGAACCGCCTGCGCGCGCTTTAC
Bacillussp.19496 AGCCGGGGGCTTTCACATCAGACTTAAGGAACCGCCTGCGCGCGCTTTAC
Bacillusfirmus_isolate5695m—D2 AGCCGGGGGCTTTCACATCAGACTTAAGGAACCGCCTGCGCGCGCTTTAC

* ok k Kk ***'A'************‘k****************************
White-bacteria GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacterium GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacillussp.BMlO_7 GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacillussp.ATCI02-4 GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacillussp.6160m-C1 GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacillussp.19496 GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT
Bacillusfirmus_isolate5695m-D2 GCCCAATAATTCCGGACAACGCTTGCCACCTACGTATTACCGCGGCTGCT

**************************************************



White-bacteria

Bacterium

Bacillussp.BM10 7
Bacillussp.ATCI02-4
Bacillussp.6160m-C1l
Bacillussp.19496
Bacillusfirmus_isolate5695m-D2

White-bacteria

Bacterium

Bacillussp.BM10_7
Bacillussp.ATCI02-4
Bacillussp.6160m-C1l
Bacillussp.19496
Bacillusfirmus_isolate5695m-D2

White-bacteria

Bacterium

Bacillussp.BM10_7
Bacillussp.ATCI02-4
Bacillussp.6160m-C1l
Bacillussp.19496
Bacillusfirmus_isolate5695m-D2

o A A A 1 I
uuaniselalalidmaessouiie

White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

ATGGACT

ATGGACTAC
ATGGACTAC

Khkh Kk hkk k Kk

Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium

White-Yellow

GGTATCTAA

¢
E****ti************************* Fokkkk ko kk ok kk ok kk
White-Yellow AAC CCCAGAG(C&CC TCGC CET ATTCCACCG
T ATTCCACCG
C CCT CCATCGGTGT ;AT ATTCCACCG
GAGACC GCCTTCGCCATCGGTGTTCCTCCTGATATCTGCGCATTCCACCG

CCCAGAGACCTGCCTTCG ATCGGTGTTCCT CTGATATCTGCGCAT CCACCG
AACAGCCCAGAGACCTG&,CTTCG ﬁ TGTTEC
C

Arthrobacter Q mm

GGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGGTACCGGC
GGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGGTACCGGC
GGCACGTAGTTAGCCGTGGCTTTCTGGTCAGGTACCGTCAAGGTACCGGE
GGCACGTAGTTAGCCGTGGCTTTCTGGTCAGGTACCGTCAAGGTACCGGC
GGCACGTAGTTAGCCGTGGCTTTCTGGTCAGGTACCGTCAAGGTACCGGC
GGCACGTAGTTAGCCGTGGCTTTCTGGTCAGGTACCGTCAAGGTACCGGC
GGCACGTAGTTAGCCGTGGCTTTCTGGTCAGGTACCGTCAAGGTACCGGC

Fxkkkkhkhkkhkhkkhkkhkhkxkhkhrhhkkkhkhk dhhkkkhkkkhkrhdhhkdhkkxhdxhkdxkx

AGTTACTCCGGTACTTGTTCTTCCCTAACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTAACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTGACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTGACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTGACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTGACAACAGAGTTTTACGATCCGAA
AGTTACTCCGGTACTTGTTCTTCCCTGACAACAGAGTTTTACGATCCGAA

Fhhkkkkkhhhhhkkhhhhkhhhhhkk Ikkkhhhhhhhhkhkrrdkhkd %%

ATGGACTACCAGGGTA’ZC&‘

""""""" Ji ICCTCAGCGTCAGT
I'CGETCCTCAGCGTCAGT
CTCCTCAGCGTCAGT

CCATGCTTHE CTCCTCAGCGTCAGT

@10

C T

ig*

% %k Kk

Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCACAC
CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCACAC
CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCACAC
CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCACAC
CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCACAC
CTACACCAGGAATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCAGAC
CTACACCAGGRATTCCAGTCTCCCCTACTGCACTCTAGTCTGCCCGTACCCACTGCAGAC

********************************************************* * x

CCGGGGTTAAGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTAAGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTAAGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTARGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTAAGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTGAGCCCCGGGCTTTCACAGCAGACGCGACAAACCGCCTACGAGCTCTTTACG
CCGGGGTTGAGCCCCGGGCTTTCACAGCAGACGCGACARACCGCCTACGAGCTCTTTACG

*hkkkkkkx ***************************************************

94



White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

White-Yellow
Actinobacterium
Kocuria
Micrococcus
Gram-positive
Bacterium
Arthrobacter

Yellow-Bacteria
Pseudomonassp.M13

Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pssl14
Pseudomonassp.Pss26

Pseudomonassp.273

!eliow—Bacteria
Pseudomonassp.M13

Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pssl14
Pseudomonassp.Pss26

Pseudomonassp.273

Yellow-Bacteria
Pseudomonassp.M13

Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pss14

TTTCGCACCTCAGTGTCQFTGTCAGTCCAGG GTCGCCTTCGCCAC
TCGCACCTCAGTGTC. G
pﬁswf] ATﬁ cotie
q Fhkkkkk

Pseudomonassp.
Pseudomonassp.2

Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36

Pseudomonasoleovorans
Pseudomonassp.Pss14
Pseudomonassp.Pss26

Pseudomonassp.273

CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT
CCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGGCACGTAGTT

************************************************************

AGCCGGCGCTTCTTCTGCAGGTACCGTCAGTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGARAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT
AGCCGGCGCTTCTTCTGCAGGTACCGTCACTTGTGGCTTCTTCCCTGCTGAAAGAGGTTT

Fhhkkhkkhhhhhhhhhhhhkkdkhh ks kh dhkkkhkhkkhhhhhdhkhkdhhkhhrdhhhkk

ACAACCCGAAGGCCGTCAT
ACAACCCGAAGGCQQ

ACAACCCGAAGGCCET
ACAACCCGAAGGCEETC?

CGGCTAGTTGACAT
GGCTAGTTGACAT
GGCTAGTTGACAT

ATCCEAACGGCTAGTCGACAT
SATCCCAACGGCTAGTCGACAT

kdkkkkkkdhkdrhhrdk dxkkxk

t GCTCCCCACGC
CGGCGTGGA \ [CTAATCCTGT: CTCCCCACGC
CGTT ACGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGC

******&ﬁ***************** Fhkdkkkkkhkkdxhhkhkhkhhhhhhxxkx

f Uﬁﬁ%‘&mﬁzﬁ%ﬁ’i TG

qJ TTTCGCACCTCAGTGTCAGTGTCAGTCCAGGTAGTCGCCTTCGCCACTGG

drkkkkkkkk *k kkkkkkkkkkok *****************

TGTTCCTTCCAATATCTACGCATTTCACCGCTACACTGGAAATTCCACTA
TGTTCCTTCCAATATCTACGCATTTCACCGCTACACTGGAAATTCCACTA
TGTTCCTTCCAATATCTACGCATTTCACCGCTACACTGGAAATTCCACTA
TGTTCCTTCCAATATCTACGCATTTCACCGCTACACTGGARATTCCACTA
TGTTCCTTCCTATATCTACGCATTTCACCGCTACACAGGAAATTCCACCA
TGTTCCTTCCTATATCTACGCATTTCACCGCTACACAGGAAATTCCACCA
TGTTCCTTCCTATATCTACGCATTTCACCGCTACACAGGAAATTCCACCA

Fhhdhhhhhhh dh A A Ak kXA Ak hkkkk kA Xk kkdkdkk hhkhkhkhhkhkhkxx *
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Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pss14
Pseudomonassp.Pss26
Pseudomonassp.273

Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pssl4
Pseudomonassp.Pss26
Pseudomonassp.273

Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pssl14
Pseudomonassp.Pss26
Pseudomonassp.273

Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pss14
Pseudomonassp.Pss26
Pseudomonassp.273

Yellow-Bacteria
Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pss14
Pseudomonassp.Pss26
Pseudomonassp.273

Yellow-Bacteria

Pseudomonassp.M13
Pseudomonassp.C36
Pseudomonasoleovorans
Pseudomonassp.Pssl4
Pseudomonassp.Pss26
Pseudomonassp.273

CCCTCTACCGCACTCTAGCCAGACAGTPTTTGGATGCAGTTCCCAGGTTGA
CCCTCTACCGCACTCTAGCCAGACAGT TTTGGATGCAGTTCCCAGGTTGA
CCCTCTACCGCACTCTAGCCAGACAGTTTTGGATGCAGTTCCCAGGTTGA
CCCTCTACCGCACTCTAGCCAGACAGTTTTGGATGCAGTTCCCAGGTTGA
CCCTCTACCGTACTCTAGTCAGCCAGTTTTGGAGGCAGTTCCCAGGTTGA
CCCTCTACCGTACTCTAGTCAGCCAGTTTTGGAGGCAGTTCCCAGGTTGA
CCCTCTACCGTACTCTAGTCAGGCAGTTATGGATGCAGTTCCCAGGTTGA

Fhhkkhkhkhkhkk *Xxhhkkkx dkk hhhkhk* *xxx Fhhkkhkhkkkkdhhhkxkhk

GCCCGGGGATTTCACATCCAACTTATCAAGCCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACATCCAACTTATCAAGCCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACATCCAACTTATCAAGCCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACATCCAACTTATNCAACCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACCTCCAACTTAACAAACCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACCTCCAACTTAACAAACCACCTACGCGCGCTTTACG
GCCCGGGGATTTCACATCCATCTTACCAAACCACGTACGCGCGCTTTACG

Fhkkhkhkhkkhkhkhhkhhkhxk *hxdhk *hkkk * khkkk hhkkkkkhkkkkkkkkk

CCCAGTAATTCCGATE ACCCTTCGTATTACCGCGGCTGCTG
CCCAGTAATTGC ‘ GGG BECACCCTTCGTATTACCGCGGCTGCTG
CCCAGTAAT af,"\ ! »‘" CLTCGTATTACCGCGGCTGCTG
CCCAGTZ CGATTAACGCTIECACE TATTACCGCGGCTGCTG
CCCACTRRTICCGAT TAAGCCT TOORCEET o

CCCAGTR: :

CCCAGH

* %

GECACGAA
GCAGEAR
GAZ al
GCACGAAGE STGTTG CGTCAAAACTCACAGG
GCACGARGTTAG GGTGCh~ ATTCTGTT! ‘s CAARACTACAAGG
CCRAGTIAGCCGGTGCTTATIC GTCARAACTACAAGG
GCACGRAGHTABCEGG T nE b GTCAAAACTACAAGG

* Kk k. * * oy % % k & 'f **** ok k ok k ok kkox * k ok
&
il P

TATTCEC TARGA ,E;{ af'wx CTT “' TGCTTTACGACCCGAAG

TATTEECTATGAG CCTECCAACTT? GCTTTACGACCCGAAG
TATTCGCPATGAGC! ACTTAAAGTGCTTTACGACCCGARG
TATTCG@TATG TTCCTE ‘TA;~GTGCTTTACGACCCGAAG

. ( ; 'TAAAGTGCTTTACAATCCGAAG
TATTAACTTGCA ' \ACTTAAAGTGCTTTACAATCCGAAG
TATTAACTIGCASCCCTTCCTCCOARCTRAAAGTGCTTTACAATCCGAAG

*k *k kkkkkk

felal AC-
&TCTTCACACAG

ACC CTTCACACAC ——————

ﬂUET’JW]WﬁWEHﬂ‘i

QW’IQ\“IﬂiﬂJ UAIAINYA Y
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waaosiad 1978 Baidlofu 25 Woufiuau 2518 AsemIanss dudemsdnmsed
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