o_ W IS lh‘ ) o =1
SidunsaaziluazqninednmvelusAunInmBAazae Parkia speciosa

AULINENINYINg
%mi‘aumn:]lauqajfmrumaﬁ:mmﬂm}é’ﬂmmmﬁmﬁﬂ

TvITUAN MY uAN
a d d a s
AMZINGIMAAS  QWIAINITANNINENEY

Fnisfinm 2548
ISBN 974-14-2290-3

¢
o d a (v
mmn?waaigmmnsmummmaﬂ

va el



AMINO ACID SEQUENCE AND BIOLOGICAL ACTIVITIES
OF PROTEINS FROM Parkia speciosa SEEDS

AULINENINYINS
AN IMANINEA Y

§ A Thesis Submitted in Partial Fulfillment of the Requirements
for the Degree of Master of Science Program in Chemistry
Department of Chemistry
Faculty of Science
Chulalongkorn University
Academic Year 2005

ISBN 974-14-2290-3



Thesis Title AMINO ACID SEQUENCE AND BIOLOGICAL
ACTIVITIES OF PROTEINS FROM Parkia speciosa SEEDS

By Ms. Kanokwan Chankhamjon
Field of Study Chemistry
Thesis Advisor Assistant Professor Polkit Sangvanich, Ph.D.

Accepted by the Facult Chulalongkorn University in Partial



iv

AunssE Sumies - S1dunsaeri IuuazgnimeFinmuesllsAumaa
ALAB Parkia speciosa (AMINO ACID SEQUENCE AND BIOLOGICAL
ACTIVITIES OF PROTEINS FROM Parkia speciosa SEEDS) B.ﬁﬂ?ﬂm:

ARLAS. WANG ! 1AI0% 91 M1 ISBN 974-14-2290-3

= = 9 il L
vaanun lumamilsveslszmannaFonaz ninldasuarveslsyma Insazae
d'ﬁ s A _a -1 =) & 1
WuRentiensudsenmuna  uazde ld3uduiimasygidnsilanilwesdsemea M3z

azaelilfSinumsennsgaaziinusmdayung wu azaesisannnuAuaeauazd

¥ ¥
aunIndudRmssyauTaveddena nindaazasduiusszuionazsioan
o 2 E o r J a =
szauiiAatuden Aqlw : penlsenevuvesllsau tasugns

NI undaaza 153 atidesuazanazneulisau
&rouenTudigudania “nou wouTudiondanta nwenTusdu

} %4 lectin 92QNFLBBNIIAIY

X ¥
“{3484 Uaansuy  MALINUUM

>phoresis WU lectin 2 AINWIA

;4{!*-.“"'. p Y = o 3
Hng UBNYINTY lé'uﬁﬂsﬁuﬂau%nﬂ A UMY 25% uau ludsugada 11N
l“‘ 3 ,’_.

ar’ /".ﬁ

HeNAIY Affi- gel blucrjzel uay pfbtém’ llq(l'

Tilsaudiuon 18 fe 16

AAY (AD) aﬂ'lv’\'mnpntr onniiaold Jsaumtiigninedinimae ¥ivaa

ﬂsmmmma‘lumaﬂl ummnuuuﬂﬂmunuun"ﬁ"] mdawunsasziiluTasldinaia

peptide mass ﬂmﬂ:ﬂnﬁ Wﬁﬁ:ﬂﬂ?uiuﬂmﬂﬂmﬂn Talsau

Q69IW1 ORYSAJ cml uen 1aan ()n'a sativa ua~ Q8VXY3_ARATH #ngnldein

huhl(l ﬁmm 1/3) Er xaufﬂvﬂmnn Tilsau
Q9LDD9 SA ll@ H:Iﬂé' vza sativa.



# # 4772204323: MAJOR CHEMSTRY
KEY WORD: PARKIA SPECIOSA/ 1D-GEL ELECTROPHORESIS/ PROTEIN/
LECTIN/ «c-GLUCOSIDASE/ MASS SPECTROMETRY
KANOKWAN CHANKHAMIJON: AMINO ACID SEQUENCE AND
BIOLOGICAL ACTIVITIES OF PROTEINS FROM Parkia speciosa SEEDS
THESIS ADVISOR: ASSIST.PROF POLKIT SANGVANICH, Ph.D.
THESIS
ISBN 974-14-2290-3

in the northern part of Malaysia as

well as in the southern p ' iland s a.famous vegetable and economic
plant of Thailand, because it L s-hi . 1 . as many medicinal properties. For
example, it uses for redueinggst od pressur Eﬁ—diabetic. The beans have a
laxative effect and oc- ' e pr study aimed to characterize

proteins and study the bigactivities ry e "és@,‘seeds. The lectin was purified
ié)*ation followed by specific
adsorption on Concanavalij ) ' by Methyl-oc-D-manopyranoside
as eluent, gave total le . : “Fh
determined by 1D-denature 1o§i@élec yiesis were 45 kDa (C2a) and 23 kDa

(C2b). Furthermore, the lectin “were se a from a crude extract by 25% of

‘_‘J‘ - ¢

(NH4),SO;4 fractiona ffi-gel blue gel and gel
filtration chromatog ex 20 )a+(Gj) and the 45 kDa (A1)
showed inhibiting prope -glucosidase were puriﬂ}d by HPLC. The 45 kDa and

21 kDa were ﬁnd the fétecular wﬁt 1D-SDS PAGE and MALDI-TOF MS,
T

ol defikicd Al Lhing DNALTHITOR MS. and amino acid

sequence datab}sle searching, the amino acid seguence of protein spot C2a, C2b are

shown 04igy shepkepided Sequbicd sthifian g el “anino Pacid residue of

Q69JW lq_ORYSA from Oryza sativa and Q8VXY3_ARATH from Arabidopsis

respectively.

thaliana, respectively. The amino acid sequence from peptides mass mapping
database searching from Al and Gj are similar to partial amino acid sequence of
QILDD9 ORYSA and Q8LN52_ORYSA from Oryza sativa.
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