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Milk production of 1,665 cows recorded by the Artificial Insemination Division 1
Department of Livestock Development were used in this study. Genetic parameter
estimates of total milk yield 1milk at 305 day ladjusted milk at 305 day 1fat percentage
and protein percentage were analysed by General Expectation Maximization Restricted
Maximum Likelihood (EM-REML) procedure using MATVEC program. Estimated

heritabilities of the above mentioned traits were 0.519 + 0.093,0.505 + 0.091 10.528 +

0.063 10.349 + 0.077 and 0.152 + 0.054 1 respectively. Genetic and phenotypic
correlation between total milk and fat percentage 1total milk and protein percentage and
- 1®ja£ and protein,\p;g);c,entage,@n,.glyzed by Derivative Free Restricted Maximum Likelihood_':
(DF-REML) were -0.008 ,-0.002 10.798 and -0.020 1 -0.012 10.628 1respectively.
The breeding values were predicted by Best Linear Unbiased Prediction (BLUP). Kruskal
Wallis One Way Analysis of Variance by rank showed no difference in average breeding
values among cows of different blood level of Bos taurus. The sires and first 100 best
cows breeding values are presented. Correlation between ranks of sires by breeding
value analyzed from a single total milk yield and multiple milk traits (total milk yield 1fat
and protein percentage) was 0.998 suggesting the sire ranking by single or multiple milk

trait would locate the same superior sires.
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